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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

BstEII (555)
Agel (552) Ncol (560)
501 CTGAGATCACCGGTCACCATGGATTACACGATGGAGCCCAACGTCACGATGACCGA
- i* M D Y TMEPNVTMTD
Bsu36l (645)
601 CTACTACCCTGATTTCTTCACCGCCCCCTGTGACGCAGAGTTCCTCCTCAGGGGCAGCATGCTGTATCTGGCCATCTTGTACTGCGTCTTGTTTGTGCTG
3 Y Y PD F FTAPCDATETFTLTLRGS SMTLTYTLA I LYGCVLTFUVL
EcoRYV (766)

701 GGCCTTCTGGGGAACAGCCTGGTCATCTTAGTCCTCGTGGGCTGCAAGAAACTGAGGAGCATCACAGATATCTACCTCCTGAACCTGGCCGCATCCGACC
47* G L L G N S LV I LV LV G CI KT KTLTR RS ITTD I YLLNTLAATSTD
801 TGCTCTTTGTCCTCTCTATTCCCTTTCAGACCCACAACCTGCTGGACCAGTGGGTGTTTGGGACTGCGATGTGTAAGGTGGTCTCTGGCCTTTATTACAT

8L L FV L S I P FQTHNTILTLDAQWVYV FGTAMTECTIKVV SG L Y Y I
901 TGGTTTTTTCAGCAGTATGTTCTTCATCACCCTAATGAGTGTGGACAGGTATCTGGCTATTGTCCACGCTGTCTATGCCATCAAGGTGAGGACGGCCAGC
113 G F F S S M F F I'T LM SVDJ RYULATIVHAVYATIKVTR RTAS

BbslI (1084)
1001 GTGGGCACAGCCCTGAGTCTGACAGTGTGGCTGGCTGCTGTCACAGCCACCATCCCCTTGATGGTTTTTTACCAAGTGGCCTCTGAAGACGGCATGCTAC
147 V. G T A L S LTVWILAAVTAT I PLMVFYQVASTEDTGM.L
Sapl (1117)
1101 AATGTTTCCAGTTTTATGAAGAGCAGTCTTTGAGGTGGAAGCTCTTTACCCACTTTGAAATCAACGCCTTGGGTCTGCTGCTCCCCTTTGCCATCCTCCT
180Q C F Q F Y E EQ S LRWJIKILTFTHT FTETINATLSGTLTLTLTPTFA I LL
BamHI (1214) BstXI (1262)
1201 GTTCTGCTATGTCAGGATCCTGCAGCAGCTGCGGGGCTGCCTGAACCACAACAGGACCAGAGCCATCAAGCTGGTGCTCACCGTAGTCATTGTGTCTTTA
23 F C YV R I LQQ L RGT CTULNHNIR RTIRA I KLV LTVV IV SL
SandI (1307)
Eco01091 (1307)
1301 CTCTTCTGGGTCCCATTCAACGTGGCCCTTTTCCTCACGTCCCTGCACGACCTGCACATCTTGGATGGATGTGCCACGAGGCAGAGGCTGGCTCTGGCCA
247 L FW V P FNV ALTFLTSLHDTLH I LDGCATU RQRTLATLA
Miul (1454)
1401 TCCATGTCACAGAGGTCATCTCTTTTACCCACTGCTGCGTGAACCCCGTCATCTACGCGTTCATAGGAGAGAAGTTTAAGAAACACCTCATGGATGTGTT
280 | HV T EV I S FTHCCVNZ PV I YATF I1GTEZKTFIKTZ KT HTLMDVF
1501 TCAAAAGAGCTGCAGCCACATCTTCCTCTACTTAGGGAGACAAATGCCCGTGGGGGCGTTGGAAAGGCAGCTGTCCTCGAACCAGCGATCTTCCCATTCT
338 Q K S C SH I FLYLGH RQMTPVGATLTET R QLTSS SN QTR RS SH S
Nhel (1636)

1601 TCCACCCTGGATGACATCTTGTAAGGGGAGTGTGCAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGT
3478 S T L D D | L e

Hpal (1774)  Mfel (1785)
1701 GAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTT

EcoRI (1870)
1801 TATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTT
- <

1901 AACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTC

Sapl (2052)
2001 ACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCT

Sspl (2109) Swal (2123) EcoO1091 (2184)
2101 TTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATAT

2201 CCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAG
414 ¢ N R T Y K L

Sacl (2384)
2301 GGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATG
1344 P | L E E I T T KV LKGNMTE I LV FCDUZPAYHDS I L ERTZ CWM




BstXI (2413)
2401 CCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAG
4G C P SV V R I S RDV ED S Y PHI RVAV I TDFDJIKI QGNS VA
Stul (2548)
2501 CAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGC
674 S G I A I AN EA CV TV RG I YAE I HV A S I I EGTIKTR I A
Bbsl (2694)
Xmnl (2690)
2601 CGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTC
344 A G V HHKNDEY LMT I KETA AV EV L ELDI QQS I N FTK
Asel (2756)
2701 ATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGA
0dM - i
Sacl (2813)
2801 CGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGT

Spel (2911)
2901 CCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTA
_ -

SnaBI (3039)
3001 CTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAG

Ndel (3144)
3101 GCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCC

3201 ATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCC

Pacl (3330)
Sdal (3322) BspLU11I (3340)

3301 ATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGT

<1

3401 TTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCC

3501 CCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGC

ApaLlI (3654)
3601 TCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTA

3701 ACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTAC

3801 AGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGT

3901 AGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTT

Eagl (4090)
Pacl (4070) Swal (4079) NotI (4089)
4001 TGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAAT

4101 AAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAG
4201 CAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA



	Map
	Sequence

