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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Neol (560)
BStEIl (555)
Agel (552)
501 CTGAGATCACCGGTCACCATGGATTTTCAAGGGTCAGTTCCGACCTATAGCTATGA
= 1M D F Q GS VP T Y S YD

Clal (601)

601 CATCGATTATGGTATGTCAGCACCCTGCCAAAAAATCAATGTGAAACAAATTGCGGCTCAGCTCCTGCCCCCACTCTACTCCCTGGTATTCATCTTTGGT
13 1| DY GM S A P CQK 1T NVKAQI AAQLLPUPULY SL VF Il FG

BbsI (718) EcoRV (763) Mscl (782)
701 TTTGTGGGTAACATGATGGTCTTCCTCATCTTGATAAGCTGCAAAAAGCTGAAGAGCGTGACTGATATCTACCTGCTCAACCTGGCCATCTCTGACCTGC
47 F V G NM M V F L I L I S C K KL K SV THD I Y L L NULAI S DL
801 TCTTCCTGCTCACACTACCATTCTGGGCTCACTATGCTGCAAATGAGTGGGTCTTTGGGAACATAATGTGTAAAGTATTCACAGGGCTCTATCACATTGG
8oL F L L T L P FWAHYAANTEWVFGNI MCIKVFTGLYHI G
901 TTATTTTGGTGGAATCTTCTTCATTATCCTCCTGACAATTGATAGGTACTTGGCTATTGTCCATGCTGTGTTTGCTTTAAAAGTCAGAACGGTCAACTTT
113 Y F G G I F F I | L L T I DRYLAI VHAVFALIKVRTVNTF

BglII (1069)
1001 GGGGTGATAACAAGTGTAGTCACTTGGGCGGTGGCTGTGTTTGCCTCTCTCCCAGAAATAATCTTTACCAGATCTCAGAAAGAAGGTTTTCATTATACAT
147 G V. 1| T S V.V T WA V A V F A S L P E I I F TR S QK E GF HY T
BsaBI (1158)
1101 GCAGTCCTCATTTTCCACACACTCAGTATCATTTCTGGAAGAGTTTCCAAACATTAAAGATGGTCATCTTGAGCCTGATCCTGCCTCTACTTGTCATGGT
180kC S P H F P H T QY HFWIK ST FQTULI KMV I L SULI LPLULVMUYV
BspHI (1286)
1201 CATCTGCTACTCAGGAATTCTCCACACCCTGTTTCGCTGTAGGAATGAGAAGAAGAGGCACAGGGCTGTGAGGCTCATCTTTGCCATCATGATTGTCTAC
213 | C Y S G I L H T L F R CURNEI K KR RHRAVR RL I FA I M I VY
XemI (1347) Pstl (1371)

1301 TTTCTCTTCTGGACTCCCTACAACATTGTCCTCCTCCTGACCACCTTCCAGGAATTCTTTGGACTGAATAACTGCAGTAGTTCTAATAGACTAGACCAGG
247 F L F W T P Y NI VL L L TTTFQETFTFGLNNT CSSSNZ RLDAQ

BspEI (1478)
1401 CCATGCAGGCAACAGAGACTCTTGGAATGACACACTGCTGCCTAAACCCTGTCATCTATGCCTTTGTTGGAGAGAAGTTCCGGAGTTATCTCTCAGTGTT
280kA M Q A T E T L GM T H CC L NP VI YATFVGEI KT FR RS YL S VF
1501 CTTCCGAAAACACATGGTCAAACGCTTTTGCAAACGGTGTTCAATTTTCCAGCAAGACAATCCTGATCGTGCAAGCTCAGTCTATACCCGATCCACAGGA
313 F R K HM V KR F C KR CS 1 FQQDNZPIDRASSVYTRSTSG

Mscl (1687)

Nhel (1681)
1601 GAACATGAAGTTTCTACTGGTTTATGACCTGGTTGACTTTTGTGTATCACGTAGTTTTTCTATGCAGCTTGGGAGTAGGAAGCTAGCTGGCCAGACATGA
347 E H E V. S T G L e _—
1701 TAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCAT

Hpal (1819)
1801 TATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTC

1901 TACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATA
_— -

2001 GGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCT

Sspl (2154) Swal (2168)
2101 CTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATG

EcoO0109T (2229)
2201 TTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGA

2301 CAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGC
4494 ¢ N R T Y K L P I L E E I T T K V L K G NM E | L
Sacl (2429) BstXI (2458)
2401 ACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCC
1154v F ¢ D P A Y D S 1 L E R CM G C?P SV VU Rl SRDVETDSY P HTR
Stul (2593)
2501 TGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTC
824 Vv A VvV I T D F DK QGNSVASGI A I AEACVTVZRGI Y A E




2601 AATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCG
494 | H V A S | I E G T K T R I A A GV HHIKNDEY L MT I K E TA
Bbsl (2739)
2701 ACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGAT

154V E VL E L D QQ S I NF T K M=
Asel (2801) Sacl (2858)
2801 GATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGC
-

Spel (2956)
2901 CCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACT
e

SnaBI (3084)
3001 TGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGC

Ndel (3189)
3101 CAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACA

3201 CTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTAT

Pacl (3375)
Pstl (3368)

Sdal (3367) BspLU111 (3385)
3301 TGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAG
-

3401 GCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCA

3501 GAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATAC

ApaLI
3601 CTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTG

3701 TGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGC

3801 CACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGT

3901 ATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCA

4001 AGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGAT

Eagl (4135)
Pacl (4115) Swal (4124)  Notl (4134)
4101 TTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAAC

4201 TAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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