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Pvul (7)
Sefl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

BstEII (555)
Agel (552) Ncol (560)
501 CTGAGATCACCGGTCACCATGGCATTCAACACAGATGAAATCAAGACTGTGGTTGA
- 1M A FNTDE I KTV V E
HindIII (600) Dralll (638)
601 AAGCTTTGAGACCACACCCTATGAATATGAGTGGGCACCACCCTGTGAAAAAGTCAGAATCAAAGAGCTGGGGTCATGGCTCCTGCCTCCACTGTACTCC
13 S F ETTPYEY EWAWPZPTCTEZ KV R I KEULGSWILUL®PUPLYS
701 CTGGTGTTCATCATCGGCCTCCTGGGCAACATAATGGTTGTGTTGATCCTCATAAAGTACAGGAAGCTACAAATTATGGCTAATATCTACCTGTTCAACT
47 L V F I I G L LGN I MV YV L I L I KYWRKILQIMANIT1TYLFN
BspLUI1I (884)
801 TGGCAATTTCTGACCTGCTCTTTCTCTTCACTGTCCCATTCTGGATTCACTATGTTCTGTGGAATGAGTGGGGTTTTGGCCACTACATGTGCAAAATGCT
8L A I S D L L F L FTVPFW I HYV LWNTEWGT FG GHYMTZCIKWM.L
BsrGI (923) BglII (932)
901 GTCTGGGTTTTATTACCTGGCCTTGTACAGCGAGATCTTTTTCATCATICTGCTGACAATTGACAGATACCTGGCTATCGTCCATGCTGTGTTTGCCCTT
113 S G F Y Y L ALY S E I F F I I L LT I DWZ RY LA I VHAVFAL
Eco01091 (1046)
1001 CGAGCCCGAACTGTGACTTTTGCTACTATCACCAGTATCATTACCTGGGGCCTTGCAGGACTGGCAGCATTGCCTGAATTTATCTTCCATGAGTCTCAAG
147 R AR TV T FAT I TS I I TWGLAGTULAATLUPETF I FHESAQ
Psp1406I (1160)
PstI (1119) Bbsl (1147) Xmnl (1158) Sapl (1198)
1101 ACAGCTTTGGAGAGTTTTCCTGCAGTCCTCGCTATCCAGAGGGTGAAGAAGACAGCTGGAAACGTTTCCATGCTCTAAGAATGAATATCTTTGGTCTAGC
180D S F G E F S C S PR Y PEGETED SWIKIRFHALRMN I FG LA
1201 TCTTCCTCTCCTCATTATGGTTATCTGCTACTCAGGAATCATTAAAACTCTCCTGAGATGTCCCAATAAAAAAAAACACAAGGCCATCCGTCTTATTTTT
213 L P L L I' MV I CY SG I I KT LULIRTCUPNIKIKIKHIEKA I R L I F
1301 GTTGTTATGATAGTCTTTTTTATTTTTTGGACCCCGTACAACCTGGTTCTCCTTTTTTCTGCTTTTCACAGCACATTTTTAGAGACCAGCTGTCAGCAGA
247 V. V. M | V F F | FW T P YN LV L L F SAFH ST FLETSTCAQAQ
Asel (1459) BspEI (1496)
1401 GTAAACATCTGGACCTGGCCATGCAGGTGACTGAGGTGATTGCCTACACCCACTGCTGTATTAATCCAGTAATCTACGCCTTTGTTGGTGAGAGGTTCCG
280S K H LDLAMAOQVTEV I AYTHT CT CINUWPV I YATFVGETRTFR
1501 GAAACACCTTCGGCTCTTTTTCCACAGAAATGTGGCAGTTTACCTGGGAAAATATATTCCGTTTCTTCCTGGTGAGAAAATGGAAAGAACAAGCTCTGTC
313 K HLRLFFHRNVAVY LGK Y I P FLPGEIKMERTS SV
Nhel (1649)
1601 TCCCCATCAACTGGGGAGCAAGAAATCTCTGTGGTGTTTTAGTTGGGCAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACA
347 S P S T G EQ E I SV V F e

Hpal (1787)
1701 ACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACA

EcoRI (1883)
1801 ATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGC
- -

1901 ATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGC

Sapl (2065)
2001 TGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACC

Sspl (2122) Swal (2136) Eco01091 (2197)
2101 TCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGG

2201 CCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCC
+414 o N R

Sacl (2397)
2301 TGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAG
1384 T Y K L P I L E E I T T KV LKGNME I LV FCDUPAYUDS I L




BstXI (2426)
2401 CTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGC
054 E R CM G C P SV V R I S RDV EDSYUPHTI RVYAV I TDTFDKNQ

Stul (2561)
2501 CCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCT
714G N S V A S G I A I A EACVTVIRG I YATETIHVASTI I EGTEK
2601 TGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGAT
334 T R | AAGVHHEKNTDTETYTLMT I KETAVEVLTETLTDTG QAOQS I
BbsI (2707)
Xmnl (2703) Asel (2769)

2701 GTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCT
5S4 N F T K M= -

Sacl (2826)
2801 CCAGCTITATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGA

Spel (2924)
2901 CATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCAC
-

SnaBI (3052)
3001 GCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTG

Ndel (3157)
3101 GGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGT

3201 AAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTC

Pacl (3343)
PstI (3336)
Sdal (3335) BspLU11I (3353)
3301 AGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCC
-

3401 GCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGAT

3501 ACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGC

ApaLI (3667)
3601 GCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGC

3701 GCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATG

3801 TAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGG

3901 AAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCT

Pacl (4083) Swal (4092)
4001 CAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAAT

Eagl (4103)
NotI (4102)
4101 CAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAA

4201 CAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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