Sgfl (6)
Pvul (7)
Mfel (82)
Eagl (4141) Psp14061 (203)
Notl (4140) Pvull (239)
Swal (4130) HindIII (245)

Pacl (4121) Bsu361 (291)
— / NgoMIV (441)
/ KasI (535)
Agel (552)
BstEII (555)

Ncol (560)
ApaLl (3705) hEFI-HTLV prom
pMBI1 ori Tth1111 (725)
mC1GALT1
BspLU11I (3391) Xbal (858)
Pacl (3381) Bsp1201 (893)

Pstl (3374)
Sdal (3373)

HindIII (1007)
BsrGI (1020)

pUNO1-mC1GALT1

Ndel (3195) (4305 bp)

BsrBI (1182)
BsrBI (1190)
Nsil (1235)
BsrGI (1255)

SnaBI (3090)

hCMV prom
Spel (2962)
Xcml (1402)

Sacl (2864) EcoO1091 (1449)

Asel (2807)

BspHI (2749)
Xmnl (2741)

SV40 p(A) Ndel (1544)

EcoRV (1562)
Asel (1600)

Nhel (1687)
Mscl  (1693)
Hpal (1825)

Mfel (1836)

EcoRI (1921)

(h) Bglobin p(A)
Stul (2599)

BstXI (2464)
100 Sacl (2435)

— Eco01091 (2235)
Swal (2174)
Sspl  (2160)

C?)InvivoGen



Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Ncol (560)
BstEII (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGCCTCTAAATCTTGGCTGAATTTTTTAGTCTTCCT

- 1IPM A S K S WL NF L V F L
601 CTGTGGATCAGCAATAGGGTTTTTTTTATGTTCTCAACTCTTGAGTATTTTGTTGCGAGAAGAGGCTGCCATTCAGCCTAACATGCTTCACAATGACCCT
13 ¢C G S A1 GF F L CSOQLWLS 1T LLURETEAAI QPNMILUHNID@®P

Tth111l (725)
701 CATGCAAGGCATTCAGATGACAATGGACACAGTCACCTCAAAGGACAGATGAACTTCAATGCAGATTCCAGCCAACATAAAGATGAGAACATAGACGTTG
47" H AR H S D DNGH S HULI KU G QMNTFNADS S QHIKUDTENI DV
Xbal (858) Bsp120I (893)
801 CTGAGAACCTCTATCAGAAAGTTAAAATTCTTTGTTGGGTTATGACAAGTCCTCAAAATCTAGAGAAAAAGGCCAAGCATGTCAAAGCTACGTGGGCCCA
80FA E N L Y Q K V K I L CWVMTSUPAQNTILTEI KI KAIKHYIKATWANAOQ
901 GCGTTGTAATAAAGTGTTATTTATGAGTTCGGAAGAAAATCAAGACTTCCCTACTGTGGGATTGAAAACCAAAGAAGGCAGAGAGCAACTATATTGGAAA
113 R C N K V L FM S S EEN QDT FUPTV GLKTI KTETGRTEI QLY WK
HindIII (1007) BsrGI (1020)
1001 ACAATTAAAGCTTTCCAGTATGTACATGACCATTATTTAGAAGATGCTGACTGGTTTATGAAAGCAGATGACGACACATACGTCATTGTGGACAACCTGA
147 T I K A F Q Y VH DHY L EDADMWTFMIKADT DT DTY VI VDNL
BsrBI (1190)
BsrBI (1182)
1101 GATGGCTTCTATCAAAGTATAACCCTGAACAACCCATTTACTTTGGGCGAAGATTTAAGCCCTATGTGAAGCAGGGATACATGAGCGGAGGAGCGGGCTA
180FR W L L S K Y NP E QP I Y F GRI R FIKWPYVKOQGYMSSGGAGY
Nsil  (1235) BsrGI (1255)
1201 TGTCCTAAGCAAGGAAGCCTTGAGAAGATTTGTTAATGCATTTAAAACAGAAAAGTGTACACATAGTTCCTCCATCGAAGACTTAGCTCTGGGAAGGTGC
213 v L S K E A L R R F V NATFIKTEI KT CTHS S S 1 EDLALGTR RC
1301 ATGGAAATTATAAATGTAGAAGCTGGAGATTCCAGAGATACCATTGGGAAAGAAACCTTCCATCCATTTGTACCAGAACACCACTTAATCAAAGGTTATC
247 M E I I NV EA GD S RDT Il GKETTFHZPTFVPEHHTLI K GY
Xceml (1402) EcoO1091 (1449)
1401 TACCAAAAACATTTTGGTACTGGAATTACAACTATTATCCTCCCATAGAGGGTCCTGGATGCTGTTCTGATATTGCAGTTTCTTTTCACTATGTTGATGG
280kL P K T F WY WNYNY Y PP I EGPSGT CTCSDI AV S FHY VDG
Ndel (1544) EcoRV (1562)
1501 GACAACTATGTATGAATTAGAATACCTCGTTTATCATCTTCGTCCATATGGTTATTTATATAGATATCAACCTGCCTTACCTGAGAATATACTGAAAGAA
313 T T M Y E L E Y L VY HLRPY GY LY RY QPALUPTENI L KE
Mscl (1693)

Asel (1600) Nhel (1687)
1601 ATTAATCAAGTAAACAGAAAGGAAGATACAAAAATAAAATTAGGCAACCCCTGAAAGCAGAACATAAGTGGTCTACATTGCACTGAAGCTAGCTGGCCAG
347k | N Q V N R K E D T K I KL G N P e e
1701 ACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGT

Hpal (1825) Mfel (1836)
1801 AACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAA

EcoRI (1921)
1901 AACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAA
-

2001 GGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAA

SspI  (2160) Swal (2174)
2101 CTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAA

Eco01091 (2235)
2201 TAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAA

2301 ATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCA
414 ¢« N R T Y K L P I L E E I T T K V L K G N M E
Sacl (2435) BstXI (2464)
2401 ATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGG
11741 L VvV F C DPAY DS Il L ERT CMGTC®PSVVRI SRDVETDSYTP




Stul (2599)

2501 GGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTA

844 H R VA V I T DF DK QGNJSVASGI AI AEACVTVZRGI Y
2601 GGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCA

5144 A E | HV A S I I EGTIKTRI AAGVHHTIKNDTETYTLMT I KE

BspHI (2749)
XmnI (2741)

2701 GTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTAT

17T AV E V L E L D QQ S I NF T K M-
Asel (2807) Sacl (2864)
2801 GCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCC
-y

Spel (2962)
2901 TACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTG
-

SnaBI (3090)
3001 GAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATG

Ndel (3195)
3101 TACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATAT

3201 GATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGT

Pacl (3381)
Pstl (3374)

Sdal (3373) BspLU11I (3391)
3301 CATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAG
-

3401 CAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTC

3501 AAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACC

3601 GGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGG

ApaLI (3705)
3701 GCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGC

3801 AGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTA

3901 TTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTG

4001 TTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTA

Eagl (4141)
Pacl (4121) Swal (4130) NotI (4140)
4101 AGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAAT

4201 CGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTA
4301 TCGAA
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