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1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
401
BspHI (560)
Agel (552)

501 CTGAGATCACCGGTCATCATGATTCCTGGTAACCGAATGCTGATGGTCGTTTTATT

- 1I*M | P GNIRMILMVV L L
601 ATGCCAAGTCCTGCTAGGAGGCGCGAGCCATGCTAGTTTGATACCTGAGACCGGGAAGAAAAAAGTCGCCGAGATTCAGGGCCACGCGGGAGGACGCCGC
3 CQV L LGGASHASTL I PETG GI KTZ KTZKVATETIQGHASGSGRR

701 TCAGGGCAGAGCCATGAGCTCCTGCGGGACTTCGAGGCGACACTTCTACAGATGTTTGGGCTGCGCCGCCGTCCGCAGCCTAGCAAGAGCGCCGTCATTC
47* S G Q S H E L L RDF EATTULTLOQMTFGTLTZ RT RRPQTPSIKSAV I

801 CGGATTACATGAGGGATCTTTACCGGCTCCAGTCTGGGGAGGAGGAGGAGGAAGAGCAGAGCCAGGGAACCGGGCTTGAGTACCCGGAGCGTCCCGCCAG
8P D YM R D L Y R LQ SG EETETETETEQSQGTGTLTETYZ PETR RTPAS
901 CCGAGCCAACACTGTGAGGAGTTTCCATCACGAAGAACATCTGGAGAACATCCCAGGGACCAGTGAGAGCTCTGCTTTTCGTTTCCTCTTCAACCTCAGC
113 R A N T V R S FHH E EHLEN I PGTSESSATFRTFTLTFNTLS
1001 AGCATCCCAGAAAATGAGGTGATCTCCTCGGCAGAGCTCCGGCTCTTTCGGGAGCAGGTGGACCAGGGCCCTGACTGGGAACAGGGCTTCCACCGTATAA
147 S | P EN EV I S SA ELRULTFRTEQVDO QGTPDWEQGFH R I

1101 ACATTTATGAGGTTATGAAGCCCCCAGCAGAAATGGTTCCTGGACACCTCATCACACGACTACTGGACACCAGACTAGTCCATCACAATGTGACACGGTG
189N | Y E VM K P P A EMV PGH L I'TRLLDT R RLVYHHNVYVTRW
1201 GGAAACTTTCGATGTGAGCCCTGCAGTCCTTCGCTGGACCCGGGAAAAGCAACCCAATTATGGGCTGGCCATTGAGGTGACTCACCTCCACCAGACACGG
213 E T F DV S PAV LRWTRETZKT QPNTYGTLATILIEVTHTILHGO QTR
1301 ACCCACCAGGGCCAGCATGTCAGAATCAGCCGATCGTTACCTCAAGGGAGTGGAGATTGGGCCCAACTCCGGCCCCTCCTGGTCACTTTTGGCCATGATG
247 T H Q G Q HV R I SR SLPQGSGDMWAQTLT RTPLTLVYVTTEFEGHTD

1401 GCCGGGGCCATACCTTGACCCGCAGGAGGGCCAAACGTAGTCCCAAGCATCACCCACAGCGGTCCAGGAAGAAGAATAAGAACTGCCGTCGCCATTCACT
280G R G H T L T R R RA KR SPKUHUHTPQRSR RIKTIKNTIKNT ECTR RTR RHSL
1501 ATACGTGGACTTCAGTGACGTGGGCTGGAATGATTGGATTGTGGCCCCACCCGGCTACCAGGCCTTCTACTGCCATGGGGACTGTCCCTTTCCACTGGCT
338 Y VDF SDVGWNTDW IV AZPTPGY YO QATFYT CHGDTCUPTFTZPTLA
1601 GATCACCTCAACTCAACCAACCATGCCATTGTGCAGACCCTAGTCAACTCTGTTAATTCTAGTATCCCTAAGGCCTGTTGTGTCCCCACTGAACTGAGTG
347# D H LN S TNHA 1T VQTLVNS SVNTSSTIPIKACTCVUPTTETLS

1701 CCATTTCCATGTTGTACCTGGATGAGTATGACAAGGTGGTGTTGAAAAATTATCAGGAGATGGTGGTAGAGGGGTGTGGATGCCGCTGAGATCAGGCAGT
380PA | S M L Y LD EYDJIKVV LKNYOQEMVYVEGT CGT CR e

Nhel (1806)
1801 CCAGAGGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTG

1901 ATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGA

2001 GGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCC
- -

2101 TTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTG

2201 TATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAA

2301 TACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAAC

2401 AAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGAC
414 « N R T Y K L P I L E E I T T K V
2501 CAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTG
1244 L K G N M E | LV FCDUPAYDS Il LERTCMGT CU®PSVV R I SR
2601 TCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGA
%4D V ED S Y PH RV AV I TDFDI K QGNSVASG I A I AEATCV
2701 CAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATA
574 T V R G I YA E I HV A S I | EGTIKTI R I A AGV HHIKNUD EY
BspHI (2868)
2801 GAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTA
244 L M T | K E T AV EV L ELDAQQ S I'NF T K M-
2901 TACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAG
-
3001 ACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCC
-
3101 CATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGC




3201

3301

3401

3501

3601

3701

3801

3901

4001

4101

4201

4301
4401

GATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATA

GGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCG

TTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGG

TTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGC
e

ATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGT

TCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAG

GTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGAC

ACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGG

CTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCT

GGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGT

GGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGT

GTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAG
GTGCCAGAACATTTCTCTATCGAA
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