Eagl (4373)
Notl (4372)
Swal (4362)
Pacl (4353)

ApaLl (3937)

ori pMB1
BspLUI1l (3623)
Pacl (3613)
PstI (3606)
Sdal (3605)

Ndel (3427)

SnaBI (3322) hCMYV enh

Ecol051 (3322)

Spel (3194) hCMV prom

Sacl (3096)
VspI (3039)
Asel (3039)
BspHI (2981)
Xmnl (2973)
Stul (2831)

Sacl (2667)

Swal (2406)
SspI (2392)
EcoRI (2153)

125

(h) Bglobin p(A)

Sgfl (6)
Pvul (7)
Mfel (82)

EcoNI (96)
Pspl14061 (203)

HindIII (245)
EcoNI (287)
Bsu361 (291)
Nael (441)
NgoMI (441)
Agel (552)
BstEII (555)
Ncol (560)
-Bsp1201I (571)
Xmal (606)
Bsp1201I (733)

hEF1-HTLV prom

Ncol (869)
Ncol (899)
-HindIII (997)

mBCL3

Tth111I (1078)
Neol (1115)

pUNOl-mBCL3 Sphl (1156)
(4537 bp) Sdal (1182)
PstI (1183)

Bsu36l (1208)
BbrPI (1261)
Eco721 (1261)
Clal (1324)
EcoRV (1336)
NotI (1346)

Eagl (1347)

Sacll (1476)
BssHII (1567)
EcoRV (1588)

Stul (1604)

SV40 p(A) mod

Nael (1844)
NgoMI (1844)
Nhel (1919)
Hpal (2057)

Mfel (2068)

InvivoGen



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMI (441)

Nael (441)
401

Ncol (560)
BstEII (555)
Agel (552) Bsp120I (571)

501 CTGAGATCACCGGTCACCATGGACGAGGGGCCCGTGGACCTGCGCACCCGGCCCAA

> 1M D E GP V DL R TRPK

Xmal (606)
601 GGGCACCCCGGGCGCCGCGCTGCCACTCCGCAAACGCCCGCTGCGCCCCGCGTCCCCAGAGCCCGCAACCACGCGCAGCCCCGCTGGACCCCTGGACGCC
13 G T P GAALUPL R RIKRPLIRPASZPEUPATTI RS SZPAGTPTLDA
Bsp120I (733)
701 CTGCGCAGCGGCTGCGACGTCCCGGTTGTCCCTGGGCCCCCCCACTGTGTGGCCAGGCCGGAGGCCCTTTACTACCAGGGACCTTTGATGCCCATTTACT

47 L R S G C DV P VVZPGP®PHT CVARUPEALYYQGPLM®P I Y
Ncol (869) Ncol (899)

801 CTACCCCGACGATGGCCCCCCACTTTCCGCTGCTGAACCTGCCTACTCACCCCTACTCCATGATATGCCCCATGGAACACCCCCTTTCAGCTGATATTGC

80S T P T M A P HF P LLNLWPTHZ®PY SMI CPMEWHPTLSADTI A

HindIII (997)
901 CATGGCCACTCGGGTGGATGAGGATGGAGACACGCCTCTCCACATCGCTGTGGTCCAGAATAACATAGCCGCTGTCTACCGAATACTCAGCCTTTTCAAG
113 M A T R VD E D G D TP LHI AV V QNNIAAVYR I L S L F K
Tth111I (1078)
1001 CTTGGGAGCCGCGAAGTAGACGTCCATAACAACCTGCGGCAGACCCCGCTCCACCTGGCTGTCATCACCACATTACCAGACATGGTCCGGCTCTTGGTGA
147 L G S R E VD V HNNULWRQT®PLHLA AV I TTLPIDMVUR RILLV
Pstl (1183)
Ncol (1115) Sphl (1156) Sdal (1182)
1101 CAGCTGGTGCCAGCCCCATGGCCCTGGATCGTCACGGCCAGACTGCAATTCACCTGGCATGCGAGCACCGCAGCCCCAGCTGCCTGCAGGCCCTGCTGGA
180T A G A S P M A L DU RHG QTAI HLAUCEHRSUPSTCLQATLTULTD
Eco72I (1261)
Bsu36I (1208) BbrPI (1261)
1201 CAGCGCAACCTCAGGCTCCGTGGACCTGGAGGTTCGCAATTATGAAGGGCTCACTGCCCTGCACGTGGCCGTGAACACCGGGTGCCAGGAGGCTGTTCTG
213 S A T S G S Vv DL EVI RNYESGLTALUHVAVNTSGT CQEAWVL
Eagl (1347)
Clal (1324) EcoRV (1336) Notl (1346)
1301 CTGCTCCTGGAGCGTGGCGCGGACATCGATGCAGTGGATATCAAGAGCGGCCGCTCCCCACTCATCCACGCCGTGGAGAACAACAGCCTGAACATGGTGC
247 L L L E R GA DI DAV DI KSGHRS®PULI HAVENNSTILNMUYV
Sacll (1476)
1401 AACTCCTGCTGCTGCACGGCGCCAACGTGAACGCTCAGATGTATTCTGGCAGCTCGGCTCTGCATTCTGCGTCTGGCCGCGGGCTTCTGCCTCTGGTGCG
280PQ L L L L HGANVNAQMY SGS SALUHSASGRGTLTULU®PTL VR R

BssHII (1567) EcoRV (1588)
1501 CACGCTGGTGCGCAGCGGGGCTGACAGCGGCCTCAAGAACTGTCACAATGACACACCTCTCATGGTGGCGCGCAGCCGCAGGGTCATTGATATCTTAAGG
313 T L VR S GA DS GL KNG CHNDT®PLMVARST RRVI DI LR

Stul (1604)
1601 GGGAAGGCCTCTCGGGCTGCTTCAGGGTCACAGCCTGAGCCATCCCCAGACCAAAGTGCCACCAACTCCCCCGAGAGCAGCAGTCGTCTCAGCTCCAATG
347 G K A S R AASGSQPEW®PS®PDAI QSATNSU®PTESSSRL S SN
1701 GCCTCCAGTCCTCGCCAAGCTCCTCACCCTCGCTGTCTCCCCCGAAAGATGCTCCTGGCTTCCCCGCGACTCCCCAAAACTTTTTCCTTCCCACAACATC
380G L Q S S P S S S P SL SPPIKWDAPGTFUPAT®PA QNTFTFTULUPTTS
NgoMI (1844)
Nael (1844)
1801 TACACCTGCCTTCCTGCCCTTCCCAGGAGTCCTCCGAGGCCCTGGCCGGCCCGTACCCCCTTCCCCAGCTCCAGGAAGCAGCTGAGACGGATGGGGGGGC
413 T P A F L PFPGVLI RGP GRW®PVPPSPAUPGS S e
Nhel (1919)
1901 AGACCCGGACTCATGTGGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATT

Hpal (2057) Mfel (2068)
2001 TGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGG

EcoRI (2153)
2101 GGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCC
- -d

2201 TCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGT




SspI  (2392)
2301 TTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCA

Swal (2406)
2401 GAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTT

2501 GGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAA

+411 ¢« N R T Y K L P I L E E

Sacl (2667)

2601 TGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCAC
12864 T T K VL K G NM E I L VF CDPAYDSI LERT CMGT CZPS VYV
2701 CCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATG

954 R 1| S R DV E D S Y P HR VAV I TDFDI K QGNSVASGI A I

Stul (2831)
2801 GCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCT
614A E A C V T VR GI YA E I HVAS 1 I EGTI KT RI AAGV HHK
BspHI (2981)
Xmnl (2973)
2901 TGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATA
28¢ N D E Y LM T I KETAVEVLELDA QQS I NFTIKM-E4-—
Vspl (3039)

Asel (3039) Sacl (3096)

3001 GTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAG
-

Spel (3194)

3100 CTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTA

3199 G TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCA
-

SnaBI (3322)
Ecol05I (3322)
3298 TCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACC

Ndel (3427)
3398 GTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGG

3498 AAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTT

PstI (3606)

Sdal (3605) Pacl (3613)  BspLUI1l (3623)

3598 ATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGC
S -

3696 TCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTC

3796 CCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGG

ApaLI (3937)
3896 TATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTG

3996 AGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAA

4096 GTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCC

4196 GGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTA

Eagl (4373)
Pacl (4353) Swal (4362)  NotI (4372)
4296 CGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTT

4395 ATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCT
4495 GTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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