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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGAGGCTCCCGCACCGTCCCTCACGGAGGAGGATTT

GACTGAAGTGAAGAAGGACGCTTTAGAGAATTTACGTGTTTACCTGTGTGAGAAAATCATAGCTGAGAGACATTTTGATCATCTACGTGCAAAAAAAATA

CTAAGTAGAGAAGACACAGAAGAAATTTCTTGCCGAACTTCAAGTAGAAAACGGGCTGGGAAGTTGTTAGACTACTTACAGGAGAACCCCAGGGGCCTGG

ACACCCTGGTGGAATCCATCCGCAGGGAGAAAACACAGAGCTTCCTGATTCAGAAGATAACGGATGAGGTGCTAAAGCTTCGGAATATAAAACTGGAGCA

CCTCAAAGGCCTGAAGTGCAGCAGCTGTGAGCCCTTTGCAGCCGGAGCCACCAACAACCTCTCTAGGTGCAATTCCGATGAGAGCAATCTCTCTGAGAAA

CAGAGAGCATCCACTGTCATGTACCACCCGGAGGGAGAGTCCAGCACGGCTCCCTTCTTCTCTATGGCGTCGTCCCTGAACTTGCCAGTCCTGGAAGTTG

GCAGGACTGAAAACAGCAGCTTCTCTTCAGCCACTCTTCCTCGACCTGGGGACCCTGGGGCTCCCCCTTTGCCCCCAGACCTTCGGTTGGAAGAGGGGGG

AAGTTGTGGAAACTCAAGTGAGATGTTTCTCCCCTTACGGTCACGGGCTCTTTCACGCCAATGATACATCACCGCCTAGTTGTTTTACTAGTGATGCAAA

ATGCTGTGAAGGAGGCCATCTTTCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCT

TTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGT

TCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATC

AAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCAT

GGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAAT

ATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAG

TAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTC

CTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTG

ACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGG

CAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATG

GTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTC

•••AsnArgThr Ty rLysLeuP ro I l eLeuGl u

Gl u I l eThr Thr LysVa l LeuLysGl yAsnMe tGl u I l eLeuVa l PheCysAspP roAl aTyrAspSer I l eLeuGl uArgCysMe tGl yCysP roSer V

a l Va l A rg I l eSer A rgAspVa l Gl uAspSer Ty rP roHi sArgVa l A l aVa l I l eThrAspPheAspLysGl nGl yAsnSer Va l A l aSer Gl y I l eAl

a I l eAl aGl uAl aCysVa l Thr Va l A rgGl y I l eTyrAl aGl u I l eHi sVa l A l aSer I l e I l eGl uGl yThr LysThr A rg I l eAl aAl aGl yVa l Hi s

Hi s LysAsnAspGl uTy rLeuMe tThr I l eLysGl uThr Al aVa l Gl uVa l LeuGl uLeuAspGl nGl nSer I l eAsnPheThr LysMe t

Me tGl uAl aP roAl aP roSer LeuThr Gl uGl uAspLe

uThr Gl uVa l LysLysAspAl aLeuGl uAsnLeuArgVa l Ty rLeuCysGl uLys I l e I l eAl aGl uArgHi sPheAspHi sLeuArgAl aLysLys I l e

LeuSer A rgGl uAspThr Gl uGl u I l eSer CysArgThr Ser Ser A rgLysArgAl aGl yLysLeuLeuAspTyrLeuGl nGl uAsnP roArgGl yLeuA

spThr LeuVa l Gl uSer I l eArgArgGl uLysThr Gl nSer PheLeu I l eGl nLys I l eThrAspGl uVa l LeuLysLeuArgAsn I l eLysLeuGl uHi

s LeuLysGl yLeuLysCysSer Ser CysGl uP roPheAl aAl aGl yA l aThrAsnAsnLeuSer A rgCysAsnSerAspGl uSerAsnLeuSer Gl uLys

Gl nArgAl aSer Thr Va l Me tTy rHi s P roGl uGl yGl uSer Ser Thr Al aP roPhePheSer Me tAl aSer Ser LeuAsnLeuP roVa l LeuGl uVa l G

l yA rgThr Gl uAsnSer Ser PheSer Ser Al aThr LeuP roArgP roGl yAspP roGl yA l aP roP roLeuP roP roAspLeuArgLeuGl uGl uGl yGl

ySer CysGl yAsnSer Ser Gl uMe tPheLeuP roLeuArgSer A rgAl aLeuSer A rgGl n•••
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CTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAA

CGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTA

C T A G TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCG

CATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTA

CCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAAT

GGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAG

TTATGTAACGCC T G C AG G TT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAG

GCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGC

TCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTA

GGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCT

TGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTG

AAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGAT

CCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTC

TACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTT

TATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGC
TGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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