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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMI (441)

Nael (441)
401

Ncol (560)
BstEII (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGAGGCTCCCGCACCGTCCCTCACGGAGGAGGATTT

- 1kMetGluAl aProAlaProSerLeuThr Gl uGl uAsplLe

601 GACTGAAGTGAAGAAGGACGCTTTAGAGAATTTACGTGTTTACCTGTGTGAGAAAATCATAGCTGAGAGACATTTTGATCATCTACGTGCAAAAAAAATA
13k uThrGluVal LysLysAspAl aLeuGl uAsnLeuArgVal TyrLeuCysGlulLysl I el | eAl aGl uArgHi sPheAspHisLeuArgAlalLysLysl e
BstXI (788)
701 CTAAGTAGAGAAGACACAGAAGAAATTTCTTGCCGAACTTCAAGTAGAAAACGGGCTGGGAAGTTGTTAGACTACTTACAGGAGAACCCCAGGGGCCTGG
47F LeuSer ArgGluAspThr Gl uGlul | eSer CysArgThr Ser SerArgLysArgAl aGlyLysLeuLeuAspTyrLeuGl nGl uAsnProArgGlyLeuA
HindlIII (874)
801 ACACCCTGGTGGAATCCATCCGCAGGGAGAAAACACAGAGCTTCCTGATTCAGAAGATAACGGATGAGGTGCTAAAGCTTCGGAATATAAAACTGGAGCA
80F spThrLeuVal GluSer | | eArgArgGluLysThr Gl nSerPheLeul | eGlnLysl I eThrAspGluValLeuLysLeuArgAsnllelLysLeuGl uHi
Stul (906) Pvull (921)
901 CCTCAAAGGCCTGAAGTGCAGCAGCTGTGAGCCCTTTGCAGCCGGAGCCACCAACAACCTCTCTAGGTGCAATTCCGATGAGAGCAATCTCTCTGAGAAA
113k sLeulLysGlyLeulLysCysSer Ser CysGluProPheAl aAl aGl yAl aThrAsnAsnLeuSer ArgCysAsnSerAspGluSerAsnLeuSer GluLys
1001 CAGAGAGCATCCACTGTCATGTACCACCCGGAGGGAGAGTCCAGCACGGCTCCCTTCTTCTCTATGGCGTCGTCCCTGAACTTGCCAGTCCTGGAAGTTG
147k GInArgAl aSer Thr ValMetTyrHi sProGl uGl yGl uSer Ser Thr Al aP roPhePheSer Me tAl aSer Ser LeuAsnLeuProVal LeuGluVval G
Sandl (1148)
1101 GCAGGACTGAAAACAGCAGCTTCTCTTCAGCCACTCTTCCTCGACCTGGGGACCCTGGGGCTCCCCCTTTGCCCCCAGACCTTCGGTTGGAAGAGGGGGG
180F | yArgThr Gl uAsnSer Ser PheSer Ser Al aThr LeuP roArgP roGl yAspProGl yAl aProProLeuP roProAspLeuArgLeuGl uGl uGl yGl
Spel (1286)
1201 AAGTTGTGGAAACTCAAGTGAGATGTTTCTCCCCTTACGGTCACGGGCTCTTTCACGCCAATGATACATCACCGCCTAGTTGTTTTACTAGTGATGCAAA
213k ySer CysGl yAsnSer Ser Gl uMe tPheLeuProLeuArgSerArgAl aLeuSerArgGlneee
Msel (1330)
Nhel (1324)
1301 ATGCTGTGAAGGAGGCCATCTTTCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCT

Hpal (1462) Mfel (1473)
1401 TTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGT

EcoRI (1558)
1501 TCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATC
- -

1601 AAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCAT

Sspl
1701 GGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAAT

Swal (1811)
1801 ATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAG

1901 TAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTC
1414 eeoAsnArgThr TyrLysLeuProl leLeuGlu
Sacl (2072)
2001 CTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTG
1304Glul leThrThrLysVal LeuLysGl yAsnMetGlul | eLeuVal PheCysAspProAlaTyrAspSer | leLeuGluArgCysMetGlyCysProSerV
BstXI (2101)
2101 ACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGG
964alValArglleSerArgAspVal Gl uAspSer TyrProHisArgValAlaVal |l eThrAspPheAspLysGlnGlyAsnSerValAlaSerGlyl | eAl
Stul (2236)
2201 CAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATG
634alleAlaGluAlaCysVal ThrValArgGlylleTyrAlaGlulleHisValAlaSer|lelleGluGlyThrLysThrArglleAlaAlaGlyValHis
BspHI (2386)
Xmnl (2378)

2301 GTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTC
304 HisLysAsnAspGluTyrLeuMetThr | leLysGluThrAlaVal GluVal LeuGluLeuAspGlnGlnSer | |eAsnPheThrLysMe t ———

1797)



Asel (2444)
2401 CTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAA
-

Sacl (2501) Spel (2599)
2501 CGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTA

2601 CTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCG
-

SnaBI (2727)
2701 CATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTA

Ndel (2832)
2801 CCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAAT

2901 GGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAG

Pstl (3011)
Sdal (3010)Pacl (3018)  BspLUI1I (3028)

3001 TTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAG

-

3099 GCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGC

3199 TCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTA

ApaLl (3342)
3299 GGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCT

3399 TGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTG

3499 AAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGAT

3599 CCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTC

Eagl (3778)
Pacl (3758) Swal (3767)  NotI (3777)
3699 TACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTT

3799 TATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGC
3899 TGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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