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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

BspHI (560)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCATCATGAGGTTTCGTGAGCAGTTCCTGGGCGGCAGCGCCGC

- 1M R F R E Q F L GG S A A

BssHII (650)
601 GATGCCGGGCGCGACCCTGCAGCGGGCCTGCCGCCTGCTCGTGGCCGTCTGCGCGCTGCACCTCGGCGTCACCCTCGTCTATTACCTCTCTGGCCGCGAT
13 M P G A TL QRACRLULVAVCALMHLG GV TLVYY LS GRTD
Kasl (757) Sacll (796)
701 CTGAGCCGCCTGCCCCAGTTGGTCGGAGTCTCCTCTACACTGCAGGGCGGCACGAACGGCGCCGCAGCCAGCAAGCAGCCCCCAGGAGAGCAGLCGGCCGC
47 L S R L P Q L V GV S STLAQGG GTNG GAAASIK QPP GEQRT®P
Xmal (846)
801 GGGGTGCGCGGCCGCCGCCTCCTTTAGGCGTCTCCCCGAAGCCTCGCCCGGGTCTCGACTCCAGCCCTGGTGCAGCTTCTGGCCCCGGCTTGAAGAGCAA
80R G A R P PP PL GV S?PIK®PR®PGLDSS®PGAASGZPSGTLK SN

PshAI (932) Bsu36I (955)
901 CTTGTCTTCGTTGCCAGTGCCCACCACCACTGGACTGTTGTCGCTGCCAGCTTGCCCTGAGGAGTCCCCGCTGCTCGTTGGCCCCATGCTGATTGACTTT
113» L S S L P VZPTTTSGLLSLUPATCPETES®PLLVGPMTLII DTF

Mscl (1097)
Tth111I (1075) Dralll (1090)
1001 AATATTGCTGTGGATCTGGAGCTTTTGGCAAAGAAGAACCCAGAGATAAAGACGGGCGGCCGTTACTCCCCCAAGGACTGTGTCTCTCCTCACAAGGTGG

147 N I AV DL E L L A K KNWPE I KTGGRY SPKDT CVSPHKV
1101 CCATCATCATCCCATTCCGTAACCGGCAGGAGCATCTCAAATACTGGCTGTATTATTTGCATCCCATCCTTCAGCGCCAGCAACTCGACTATGGCATCTA
180kA I I I P F R NR Q E HL K Y WULY Y LHPI L QRQQLDY G I Y

Stul (1265)
1201 CGTCATCAATCAGGCTGGAGACACCATGTTCAATCGAGCTAAGCTGCTCAATATTGGCTTTCAAGAGGCCTTGAAGGACTATGATTACAACTGCTTTGTG

213 v 1| NQA GDTMTF NI RAIKTULILNIGTF QEALIKUDYDYNTCTFV
1301 TTCAGTGATGTGGACCTCATTCCGATGGACGACCGTAATGCCTACAGGTGTTTTTCGCAGCCACGGCACATTTCTGTTGCAATGGACAAGTTCGGGTTTA
247 F S DV DL I PMDUDURNAY RT CTFSAQPRHI SVAMUDTEKTF GF

Ndel (1406)

1401 GCCTGCCATATGTTCAGTATTTTGGAGGTGTCTCTGCTCTCAGTAAACAACAGTTTCTTGCCATCAATGGATTCCCTAATAATTATTGGGGTTGGGGAGG
280FS L P Y V QY F GGV S AL SKIOQQFULAI NGFZPNNYWGWGG
1501 AGAAGATGACGACATTTTTAACAGATTAGTTCATAAAGGCATGTCTATATCACGTCCAAATGCTGTAGTAGGGAGGTGTCGAATGATCCGGCATTCAAGA
313 E D DD I F NRLVUHIKGMSI SRPNAVVYGRT CRMIIRTHSTR
1601 GACAAGAAAAATGAGCCCAATCCTCAGAGGTTTGACCGGATCGCACATACAAAGGAAACGATGCGCTTCGATGGTTTGAACTCACTTACCTACAAGGTGT
347 D K K N E P NP QR F DR I AHTJIKTETMRTFUDGLNSTLTY KV

BsrGI (1704) Nhel (1797)
1701 TGGATGTACAGAGATACCCGTTATATACCCAAATCACAGTGGACATCGGGACACCGAGATAGCATTTTTAGTACCAATAAGAGACCTGAGAATGGCCGCT
380kL D V Q R Y P L Y T QI T VDI G TP R e

Mscl (1803)
1801 AGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTG

Hpal (1935) Mrfel (1946)
1901 CTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTA

EcoRI (2031)
2001 AAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAG
-

2101 GGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCC

Swal (2284)
2201 AAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATT

EcoO1091 (2345)
2301 GCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACC

2401 TTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCC
4141 ¢ N R T Y K L P I L E E I T T K V L K G

Sacl (2545) BstXI (2574)
2501 ATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCA
1214 N M E | L V F CDPAYDS I L ERT CMGT C®PSVVRI SRDVE




2601 TCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCC
874D S Y P H R VA VI T DF DI K QGNSVASGI A Il AEATCVTVR
Stul (2709)
2701 TGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGT
544 G | Y A E I H V A S | Il E G T K TR 1T A A GV HHIKNDTEYLMT
BspHI (2859)
XmnI (2851)
2801 GATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCC

214 | K E T AV E V L E L DQQS I NFTIKM=-
Asel (2917) Sacl (2974)
2901 GATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCAC
]

Spel (3072)
3001 CGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACG
-

3100 TCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTA

SnaBI (3200)
3200 ATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGT

NdeI (3305)
3300 ACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATG

Sdal (3483)Pacl (3491)
3400 GGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATT

BspLU11I (3501)
3498 AAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACA
-

3598 AAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGAC

3698 CCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTT

ApaLI (3815)
3798 CGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACT

3898 TATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACAC

3998 TAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGC

4098 GGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACG

Pacl (4231) Swal (4240)
4198 AAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGT

4298 TTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCA
4398 GAACATTTCTCTATCGAA
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