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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36l (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
Nael (441)
401

KasI (535) Agel (552) BssHII (576)
501 CTGAGATCACCGGTCAACATGTCGTCGGGCCTGCGCGCCGCAGACTTTCCCCGCTG
- 1M S S G L R A A DTF P R W
Kasl (626) Bst11071  (675) BglII (699)

601 GAAGCGTCACATCGCGGAGGAACTGAGGCGCCGGGACCGACTGCAGAGGCAGGCGTTCGAGGAGATCATTCTGCAGTATACCAAGTTGCTGGAAAAGTCA

13 K R H I A E E L R R R DU RLI QR QATFTETETIlT L QY T KL L E K S

701 GATCTTCATTCAGTATTGACCCAGAAACTACAAGCAGAAAAGCATGACATGCCAAATAGGCATGAAATAAGTCCTGGACATGATGGTGCGTGGAATGATA

47" D L H S VL T Q K L Q A EKHUDMZPNIR RUHETI SPGHUDTGAWNTD

801 GTCAACTACAAGAAATGGCCCAGTTGAGGATCAAACACCAGGAAGAGCTGACCGAACTGCACAAGAAGCGTGGGGAGTTAGCTCAGTTGGTGATTGACCT

89S Q L Q EM A QL R I KH QETELTTETLWU HZEKI KRG GETLAOQLV I DL

901 GAACAACCAAATGCAGCAGAAGGACAAGGAGATACAGATGAATGAAGCAAAGATT TCGGAGTATTTACAGACCATCTCTGACCTGGAGACAAACTGCCTG

113 N N Q M Q Q K D K E 1 Q M NEAK 1 SEYLOQTIlI SDULTETNTE CIL

Fspl (1004) Xhol (1024)

1001 GACCTGCGCACCAAACTGCAGGACCTCGAGGTAGCCAACCAGACCCTGAAGGATGAGTATGACGCCCTGCAGATTACTTTTACTGCCCTAGAAGAGAAAC

147 D L R T K L Q DLEVANA QTTLZ KU DTEYHDALZ QI TFTALTEE K

BstEII (1131)

1101 TGAGGAAAACTACTGAGGAGAACCAGGAACTGGTCACCAGATGGATGGCTGAGAAGGCCCAAGAAGCCAATCGCCTCAATGCAGAGAATGAGAAGGACTC
180kL R K T T E E N Q E L VT R WMATEIKA AU QEA ANTI RTLNATENTEKDS
1201 CAGGAGGCGTCAAGCACGGCTGCAGAAGGAGCTTGCAGAAGCAGCAAAGGAACCTCTACCTGTTGAACAGGATGATGACATTGAAGTCATTGTGGATGAG
213 R R R Q A R L Q K E L AEAAIKTEW®PLZPVES- QDUDT DI E VI V DE

EcoRV (1390)
1301 ACCTCAGACCACACAGAAGAGACCTCTCCCGTCCGAGCTGTCAGCAGAGCAGCTACGAGACGCTCTGTCTCTTCCATCCCAGTCCCCCAGGATATCATGG
247* T S D HTEETSPVRAVSRAATA RRSVS S I P VPQDI M
Fspl (1461)

1401 ACACTCATCCTGCTTCTGGTAAAGATGTGAGAGTCCCAACTACTGCCTCGTATGTCTTCGATGCGCATGACGGAGAGGTCAACGCAGTGCAGTTCAGTCC
280D T H P A S G KD VR V?PTTASYVF DAHUDTGEVNAVQTF S P
Mscl (1514) EcoRI (1573)

1501 AGGCTCCCGGTTGCTGGCCACTGGAGGCATGGACCGCAGGGTGAAACTTTGGGAAGCATTCGGAGATAAATGTGAATTCAAGGGCTCCCTGTCTGGCAGT
313 G S R L L AT GGMUD I RI RV KILWEUATFSGDI KT CETFIKTGSTL S G S

Clal (1697)
BsaBI (1690)
1601 AATGCTGGAATTACAAGCATTGAATTTGATAGTGCTGGAGCTTACCTATTAGCAGCTTCAAATGATTTTGCAAGCCGAATCTGGACTGTGGATGATTATC
347 N A G I T S 1 E F DSAGAYLLAASNDTFASI R I WTVDDY
1701 GATTACGGCACACACTCACAGGCCACAGCGGGAAAGTCCTCTCTGCCAAGTTCCTGCTGGACAATGCACGGATTGTCTCAGGAAGTCACGACCGGACCCT
380k R L R H T L T GH S G K VL SAIKTFULULIUDNARIVSGSHUDIR RTL
Pvull (1854)
BamHI (1849)
1801 CAAACTCTGGGATCTCCGCAGCAAAGTCTGCATAAAAACAGTGTTTGCAGGATCCAGCTGCAATGACATTGTTTGCACTGAACAATGTGTAATGAGTGGA
413 K L W DL R S KV C1l KTVFAGS ST CNDI VCTEIZ QCVMSG
EcoRV (1927)
1901 CATTTTGACAAGAAAATTCGTTTCTGGGATATCCGGTCAGAGAGTGTGGTCCGAGAGATGGAACTGTTAGGGAAGATCACTGCTCTGGACCTAAACCCTG
447" H F D K K I R F WD I R S E SV VREMTETLILTGI KTI TALUDTLNF®P
BspEI (2054)
2001 AGAGAACTGAGCTCCTGAGCTGCTCCCGTGATGACCTGCTAAAAGTCATCGACCTCCGGACAAATGCAGTCAAACAGACATTCAGTGCGCCTGGATTCAA
480*E R T E L L S C S R DDLULIKV I DLW RTNAVI KU QTTFSAUPGTF K
Xmal (2117)
2101 ATGCGGCTCTGACTGGACCCGGGTTGTCTTCAGCCCTGATGGCAGTTACGTGGCAGCAGGCTCAGCCGAGGGTTCTCTTTATGTCTGGAGTGTGCTGACA
513 ¢C G S DWTW RV VF SPDGSYVAAGSATETGSTILYVWSVLT
Bsp1201 (2258)
2201 GGGAAAGTGGAGAAGGTTCTTTCAAAACAGCACAGCTCTTCTATCAATGCGGTGGCGTGGGCCCCCTCGGGCTTACATGTTGTCAGTGTGGACAAAGGAA

547 G K V E K VL S K Q HS S S I NAVAWAUPSGLHVYVV S VDTIKSG
Mscl (2358)
Bsu36lI (2337) Nhel (2352)

2301 GCAGAGCTGTGCTGTGGGCACAGCCTTGATGCTGCACCCTTAGGAGCACCGTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACC
580FS R A V L W A Q P e

Hpal (2490)
2401 ACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACA




Mfel (2501) EcoRI (2586)
2501 ACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATAC
L -

2601 AGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATT

2701 AGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTG

Sspl  (2825) Swal (2839)
2801 ACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCA

2901 AGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGT
4494 o N
3001 TCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGAT
13904 R T Y K L P I L E E I T T KV L KGNWMTE Il L VF CDZFPAYTDS
3101 GAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTC
1064 L E R CM G C P SV VR I SRDVEHDSYZPHRVAVI TDTFDK
Stul (3264)
3201 TGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAG
724 G NS VA S G I A I AEACVTVRGI YATETI HVASI I EGT
3301 TCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGA
39 K T R I A A GV HHIKNDTEJVYTLMTI1I KETAVEIVTLTETLTUDT QA QS
BspHI (3414)
XmnI (3406) Asel (3472)
3401 GATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCG
64 1 N F T K M = -
3501 TCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTA

Spel (3627)
3601 CGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTAT
-

SnaBI (3755)
3700 CCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGT

Ndel (3860)
3800 ACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTA

3900 CCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGC

Sdal (4038)Pacl (4046)
4000 GGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAA
-

4098 AAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTAT

4198 AAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAG

ApaLI (4370)
4298 CGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGAC

4398 CGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGA

4498 GGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTAC

4598 CTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAA

Pacl (4786) Swal (4795)
4698 GGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACAT

Eagl (4806)
NotI (4805)
4798 TTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAA
4898 ACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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