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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36l (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

Ncol (560)
BstEII (555)
KasI (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGCGAGCCGAAGGGCCCGGCAGCGCCTCAAGGGTGG

[ 1M A S R R AR QU RL K G G
SacIl (688)
601 CGGCGGCGGCGGTGGCGGCGGCGGTGGGGATGCGGGCCCGGCGGCGGAGAAGCTGGAACAGCTCGGCAGCCGGGAGGCAGGCGCAGAGCCGCGGCCAGAG
13 6 6 6 G G G G G GDAGZPAATETZKTILTEA QLGSR REAGATETPRTZPE
BamHI (736) Fspl (775)
701 TCTGGAAATAAAGCAGGGCAAGTCTGGGCCCCTGAAGGATCCACTGCTTTCAAGTGTCTGCTCTCAGCGAGGTTGTGCGCAGCCCTTCTGAGCAACATCT
47 S G N K A G Q VWAUPEGSTATF KT CLTLSARTLTCAATLTL S NI

Sspl (875)
801 CGGACTGTGATGAAACATTCAACTACTGGGAACCAACACACTACCTCATCTACGGGAAGGGATTCCAGACATGGGAATATTCCCCCGTGTATGCCATCCG
80*S D C D E T F NYWEUPTHTYTULIYGEKG GTFQTWETYSPVYA ATIR

Pvull (932)
901 CTCATATGCTTACCTGCTGCTGCACGCCTGGCCAGCTGCATTTCATGCACGGATTCTGCAGACTAACAAGATTCTTGTATTCTACTTTTTGAGATGTCTC
113 S Y A Y L L L HA WPAATFHARI L QT NIK T L VF Y F L RZCL
1001 CTGGCTTTTGTGAGCTGTGTTTGTGAACTTTACTTTTATAAGGCTGTGTGCAAGAAGTTTGGGCTGCATGTGAGTCGAATGATGCTGGCCTTCCTGGTGC
147 L A F V S C V C E L Y F Y KAV CIKI KT FGLHVSI RMMILATF L V
BsrGI (1154)
1101 TCAGCACGGGCATGTTCTGCTCATCATCTGCATTCCTCCCCAGCAGCTTCTGCATGTACACCACGCTGATCGCCATGACGGGATGGTATATGGACAAGAC
180kL S T G M F C S S S A FLPSSFCMYTTLI AMTGMWYMDKT
Xeml (1202)
1201 ACCCATTGCTGTGCTGGGAGTAGCAGCCGGTGCCATCTTAGGGTGGCCGTTTAGTGCAGCTCTTGGTTTACCCATCGCCTTCGACTTGCTGGCCAGGAAG
213 P I A VL GV AAGAI L GWZPTFSAALTGTLU®PI A FDULULATRK
1301 CACAGGTGGAAGAGTTTCCTGCTCTGGTCCCTGGTGGCCCTGGCTCTCTTCTTGGTGCCTGTGGTGGTCATTGACAGCTACTATTACGGGAAGTTGGTGG
247 H R W K S F L L WS L VALALTFLVPVVVI DS SYYY G KLV
Ncol (1468)
1401 TTGCCCCTCTCAACATTGTTTTGTATAACGTCTTTACGTCTCATGGACCTGATCTTTATGGTACAGAACCATGGTATTTCTATTTAATCAATGGATTTCT
280V A P L N I V L Y NV F T S HGPDULY GTEU®PWYF Y L I NGTF L
1501 GAACTTCAATGTTGCCTTTGCTTTGGCTCTTCTGGTTTTGCCACTGACTTTCCTTATGGAGTACCTGCTGCAGAGGTTCCATGTTCAGAATTTAGGACAC
313 N F NV A F A LALIULUVLU®PULTT FILMETYTULTULU QRTFHYVYAQNTLGH

Xeml (1621) Eco471I1 (1670)
Kasl (1617) Afel (1670)
1601 CCGTATTGGCTGACCTTGGCGCCAATGTATATTTGGTTTATAATTTTCTTCATCCAGCCTCACAAAGAAGAGCGCTTTCTCTTCCCAGTCTATCCGCTCA
347k P Y W L T L APMY I WF I I F F I QPHKTETEI RTFTLTFZPVY P L
BstXI (1793)
Dralll (1747) BStEII (1785)

1701 TATGCCTCTGTGGTGCTGTTGCTCTTTCTGCACTTCAGAAATGCTACCACTTTGTGTTTCAACGATACCGCCTGGAGCATTACACGGTGACCTCCAACTG
3801 C L C G A VA L SAL QKT CYHTFVFQRY RILEWUHYTWVTSNW
BsaBI (1885)
1801 GCTGGCGCTGGGCACAGTTTTCCTGTTTGGGCTCTTGTCGTTCTCCCGCTCTGTGGCTCTGTTCAGAGGATACCACGGGCCCCTTGATTTATATCCAGAA
413 L AL G T VF L FGLULSTFSRSVALTFI RS GYHGT®PTULUDTULYPE
Clal (1982)

1901 TTTTACAGAATTGCCACAGACCCAACCATCCACACTGTCCCAGAAGGCAGGCCCGTGAACGTCTGTGTGGGAAAAGAGTGGTATCGATTTCCCAGTAGCT
447 F Y R I A T D P T I H TV PEGRUPVNVCV G K EWYRF P S S

2001 TCCTTCTGCCTGACAATTGGCAGCTTCAGTTCATTCCATCAGAGTTCAGAGGTCAGCTACCAAAGCCTTTCGCAGAGGGACCACTGGCCACCAGGACTGT
48FF L L P D NWQL QF I PSS EFIRGOQLPKU®PTFAESGPLATIR RTV
2101 TCCCACTCACATGAACGACCAGAACCGAGAGGAGCCTTCCAGATACATTGACATCAGCAAATGCCATTACTTAGTGGATTTGGATACCATGAGAGAAACA
513 P T HM ND QNU RETEWPSRY I DI S KCHY LV DLIDTMMR RET

Bbsl (2277)

2201 CCTCGGGAGCCAAACTACTCATCCCACAGAGAAGAGTGGGTCAGCCTGGCTCACAGACCATTCCTGGATGCGTCTAGGTCTTCCAAGTTGCTTCGGGCAT
547 P R E P NY S S HREEWVSLAHTR RUZPTFILIDASI RS SIKTLTLTR RA

2301 TCTATGTTCCCTTCCTGTCAGATCAGTACACGGTGTATGTGAACTACACCATCCTGAAGCCTCGGAAAGCAAAGCCGAGCAGGAAGAAAAGTGGAGGTTA
580F Y V P F L S DQY T VY VNYT Il L KUPIZ RIKAI KU PSI RIKIK S G G e

Nhel (2430)

2401 GCACCCCGGTGACTCCAGAGGACAGCCTGTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAA
613k




Hpal (2568)
2501 AATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTT

EcoRI (2664)
2601 TCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTC
- -

2701 CAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTC

2801 TTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAG

Sspl (2903) Swal (2917)
2901 TAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCA

3001 GTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGAT
1414 ¢ N R T Y K L P 1
Sacl (3178)
3101 GAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAG
1324 L E E I T T K VL KGNMETILVFCDPAYT DS SI1LET RT CMGSC
BstXI (3207)
3201 GGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACC
984P S V VR I S R DV ED S Y PHRVAUVI TDFIDZ KU QGNSVASG
Stul (3342)
3301 CAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCC
654 I A I A E A CV T VR G I YATETI HVASI I EGTIKTR RI AAG
BspHI (3492)
BbsI (3488)
3401 GACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATG
324 V H H K NDTEYLMTI KETAVEUVTLTETLUDAI GQQS I NFTK M-
Asel (3550)
3501 GCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTC
-

Sacl (3607)
3601 ACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTT

Spel (3705)
3701 GATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCC
-

SnaBI (3833)
3800 AAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGG

3900 CCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGA

4000 CGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTA

Sdal (4116)Pacl (4124) BspLU111 (4134)
4100 CCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTT
e

4198 TCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCC

4298 TGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCA

ApaLl (4448)
4398 CGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACT

4498 ATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGA

4598 GTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGC

4698 TCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGA

Eagl (4884)
Pacl (4864) Swal (4873) NotI (4883)
4798 TCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAA

4898 ATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAA
4998 AATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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