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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

Ncol (560)
BstEII (555) Pvull (580)
Kasl (535) Agel (552) Pstl (577)

501 CTGAGATCACCGGTCACCATGGCTACGCTGCTACTGCAGCTGCTGGGGCTCGGCGT

- 1M A T L L L QL L GL G V

Xmnl (690)

601 GGCGCTGGCGGCTGCCGCGCTCATTCTGGTTTCCATTGTGGCGTTTATAACTGCTACAAAAATGCCACCATGTTACCAACATGAGGAAGAGAAATTCTTC
13 AL AAAAL I LV S I VAF I TATIKMZ®PZ®PUCY QHTETEE K F F
701 CTCAATGCCAAAGGCCAGAAGGAAGCTCTCCCCAGCATCTGGGACTCGCCTACGAAACAGCTATCTGTTGTTGTGCCTTCCTACAATGAAGAGAAACGGT
47 L N A K G Q K E A L P S I WDSUPTIKIO QL SV VVP S Y NTETE KR
801 TGCCTGTGATGATGGATGAAGCCCTGAACTACCTAGAAAAGAGACAGAAACATGATTGTACGTTCACGTATGAGGTGATAGTGGTTGACGATGGCAGTGA
8oL P VM M D E AL NY L E KR QKHDTCTE FTYE VI VVDUDSGS E

Tth111l (949)
901 AGACCAGACGTCAAAGGTCGCTTTAAAATACTGCCAGAAATACGGAAGTGACAAAGTCCGGGTGATAACGCTGGTGCGGAACCGTGGGAAAGGTGGTGCT
113 D Q T S K VA L K Y C QK Y GS DKV RV I TLVRNRSGTZ KGS®GA
1001 GTTAGGATGGGTGTATTCAGTTCCCGAGGAGAGAAGATCCTCATGGCAGATGCTGACGGAGCCACAAAGTTTCCAGATGTTGAGAAATTAGAAAAGGGGC

147 V R M G V F S S R G E K I L MADADTGATTKTFUPDVETKTLTEKG
Ecod7IIl (1181)
Neol (1114) Xhol (1148) Clal (1170) Afel (1181)
1101 TGAGTGATCTACAGCCATGGCCTGAGCAAATGGCTATTGCATGTGGGTCTCGAGCTCATCTGGAGAAAGAATCGATTGCTCAGCGCTCTTACTTCCGTAC
180 L S D L Q P WP EQMA I ACGSU RAUHTLTETKTETSI AQRSYTFRT

Dralll (1260)
1201 CTTTCTTATGTACGGATTCCATTTCCTGGTGTGGTTCCTCTGTGTCAAAGGAATCAGGGACACACAGTGCGGGTTCAAATTACTGACCCGAGAAGCAGCA
213 F L MY G F HF L VWTFLT CVZ KSGI I RDTWI QCSGT FIKLTILTRTEANA
BsrGI (1355)
1301 GCCCGGACCTTCTCGTCTCTGCACATTGAACGATGGGCATTTGATGTAGAGCTGCTGTACATAGCACAGTGTCTTCAAATCCCAATAGCAGAAGTTGCTG
247w AR T F S S L H1l1 E R WA F DV E L LY Il A QCULOQI P I A E VA
XemI (1435)
1401 TCAACTGGACAGAAATTGAGGGTTCTAAGTTAGTTCCATTCTGGAGCTGGCTACAAATGGGCAAAGACCTGCTTTTCATCCGACTTCGGTATCTGACGGG
280V N W T E I E G S K L VP FWSWILAQMGIKDLLT F 1 RLURY L TG
Mscl (1582)
Nhel (1576)
1501 TGCCTGGAGGCTCAAGCAAACACGGAAAGCGAGTTAGTTGCTGGCAGGGCTGGACTGCATTTTTATCCCACATGCAGCTAGCTGGCCAGACATGATAAGA
313 A W R L K Q T R K A S e
1601 TACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAA

Hpal (1714) Mfel (1725)
1701 GCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAA

EcoRI (1810)
1801 ATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCAT
B ——— -

1901 CAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCA

Sspl  (2049) Swal (2063)
2001 TTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTT

Eco01091 (2124)
2101 TATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCA

2201 AGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAA
414 ¢ N R T Y K L P I L E E I T T K VL K GNME I L V F
BstXI (2353)
2301 GCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACA
1144 C D P A Y D S I L ERCMGC®PSVVRI SRDVETDSYPHRYV
Stul (2488)
2401 GCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGT
804A V I T D F DK QGNZSVASGI Al AEACVTVR RGI YATEI H




2501 GGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTC
474 'V A S I | E G T K TR I A A GV HHIKNDTETYTLMTI KETAVE
BspHI (2638)
Xmnl (2630) Asel (2696)
2601 CACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTA
144 V L E L D Q Q S I N F T K M=
2701 ATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATT
-

Spel (2851)
2801 TGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGA
-

SnaBI (2979)
2900 AATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAG

Ndel (3084)
3000 TAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTG

3100 ATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGAC

Pstl (3263)
Sdal (3262)Pacl (3270)  BspLUI1I (3280)

3200 GTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGAACATGTGAGCAAAAGGC

-

3298 CAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGA

3398 GGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCT

ApaLI (3594)

3498 GTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTG

3598 CACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCA

3698 CTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTAT

3798 CTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAG

3898 CAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTT

Eagl (4030)
PacI (4010) Swal (4019) NotI (4029)
3998 TGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTA

4098 ACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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