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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
401
Neol (560)
BStEII (555)
KasI (535) Agel (552)
501 CTGAGATCACCGGTCACCATGGCTGCTGGGCTGCGGAAACGCGGCCAGCCGGCTTC
> 1M A A G L R KU R G QP A S
601 TGTCGGCCAGCCGGCAGGAATCTGGAAACAATGGCTACAGCGTGCCTGGCAAGAACGCTACCTACTGCTGCGGGAACCGCGCTACACATTGCTGGTGGCC
13 V. G Q P A GI WK QWLI QRAMWOQET RYTLTLTLTZ RET PR RYTTLTL VA
Sfil  (777)
Dralll (745) Stul (776)
701 TCCTGCCTCTGCATAGCAGAGGTGGGCATCACCTTCTGGGTCATTCACAGGGTGGCATACACAGAGATTGACTGGAAGGCCTACATGGCCCAGGTGGAGG
47 S C L C I A E V G I T F WV I HRVAY TEI DWIKAYMANOQVE
Ndel (815) BsrGI (875)
801 GTTTCATCAATGGCACATATGACTACACACAGCTGCAGGGTGACACCGGACCTCTTGTCTACCCAGCTGGGTTTTTGTACATCTTTACGGGGCTATTCTA
80*G F I N G T Y DY TOQLQGDTSGPLVY®PAGTFTULY Il FTGTLFY

EcoRV (919)

901 TGCTACTGACCGGGGCACTGATATCCCTATGGCCCAGAACATCTTTGCTGTACTCTACCTTGTCACCTTGGTGCTTGTTTTCTTGATATACCACCAGACC
113 A T D R G T DI P M A QN1 FA VLY LlLVTLUVLVEF FTULIYWHAQT

Asp7181 (1005)

Acc65I (1005)
1001 TCCAAGGTACCTCCCTTCGTCTTTTTCTTCATGTGTTGTGCCTCTTACCGTGTCCATTCCATCTTTGTACTGCGGCTCTTCAATGACCCAGTAGCTATGG
147 S K V P P F V F F F M CCASYIRVHS 1 F VLI RLTFNDUZPVAWM
1101 CCTTGCTCTTCCTGAGCATCAACCTTTTCCTGGCACAGTGCTGGAGCTGGGGCTGCTGCTGTTTCAGCCTGGCTGTCTCGGTGAAGATGAATGTGCTGCT
180A L L F L S I N L F L AQCWSWSGT CT CT CTFSLAVSVIKMMNUVLL

Xmal (1206) Mscl (1265)
1201 CTTCGCCCCGGGATTGCTATTCCTTCTTCTTACTCAGTTTGGCTTCCGTGGTGCCCTCCCCAAGCTGGCCATCTGTGCTGCTCTTCAGGTGGTGCTGGGA
213 F AP G L L F L L L TQFGF I RGALU®PIKTILAI CAALIOQVVLG

PshAI (1348)
BsrBI (1338)
1301 TTGCCCTTCCTGCTGGAGAACCCCATTGGCTACCTATCCCGCTCCTTTGACCTTGGTCGTCAGTTTCTTTTCCAATGGACAGTAAACTGGCGCTTCCTGC
247 L P F L L E NP I GY L SRS FDULGRI QFLFQWTVNWR F L
1401 CTGAAACCATCTTCCTGCATCGTGCCTTCCATCTAGCCCTGTTGGCTGCCCACCTTAGCCTCCTCTTGCTGTTTGCCCTCTGTAGGTGGCACAGAACAGG
280¢P E T | F L HR A F HLALLAAMHULSLULULULTFALTCR RMWHTR RTSG
Xmnl (1501) BamHI (1524)
1501 GGAAAGTATTCTGGCACTGCTGAAGGATCCTTCCAAAAGGAAAGTTCCACCCCAAGCCCTCACACCTAACCAGATTGTTTCCATCCTCTTCACCTCCAAC
313 E S I L AL L KDWPS KW RIKVPPQALT®PNOQI VS I L F TSN
1601 TTCATTGGCATCTGCTTTAGCCACTCGCTCCACTACCAGTTTTATGTCTGGTATTTCCACACACTGCCCTACCTCCTGTGGGCCATGCCTGCACGCTGGC
347 F | G I C F S HS L HY QF Y VWY FHTULU®PYLLWAMZPATRW
SnaBI (1752)
1701 TCACACACCTGCTCAGGTTGCTGGTGCTGGGACTCATTGAGCTCTCCTGGAATACGTACCCATCCACGTCCTTCAGCTCTGCCGCCCTCCACCTGTGCCA
380kL T H L L R L L VL GL 1 EL SWNTYU®PSTS ST FSSAATLUHTLTCH
1801 CGCTGTCGTCCTGCTGCAGCTCTGGCTGTCCCCCGAGTCCTTCCCTAAGAGCATTCAGCCAAGCAGGAAAACTCACTGAAACCCACCCCTTCCTTCTAGG
413 AV V L L Q L WL SPEST FU®PIKS 1T QPSR RKTH e
Mscl (1918)
Nhel (1912)

1901 ACGTGCTCAGCAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAA

Hpal (2050) Mfel (2061)
2001 TTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGT

EcoRI (2146)
2101 GTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTT
- -

2201 GAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGAT

SspI  (2385) Swal (2399)
2301 ATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAA

Eco01091 (2460)
2401 TTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTA




2501 GGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGT
+494 ¢« N R T Y K L P I L E E | T T
BstXI (2689)
2601 TTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATG
1264 K V L K G NM E I L VF CDZPAYUDS I LEHRT CMGT CTPS SV VR R
2701 GATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAG
924S R D V E D S Y P HR VA V I T DFIDJZ KU QGNSVASGI A1l AEA
Stul (2824)
2801 CACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTC
594 C V T VR G I Y A E I HV A S I | EGTI KT R I AAGVHHTEKND
BspHI (2974)
BbsI (2970)
Xmnl (2966)
2901 CTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTC
264 E Y L M T I KE TAV EVLTELUDI QS I NFTK M-
Asel (3032)
3001 GTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTT
-t

Spel (3187)
3101 ATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAAC
R I—

3200 AAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGG

SnaBI (3315)
3300 TAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGAC

Ndel (3420)
3400 GTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCT

Sdal (3598)
3500 ATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGC

Pacl (3606)  BspLUI1I (3616)
3600 CTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCC
-

3698 CTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCG

3798 CTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGT

ApaLI (3930)
3898 TCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACC

3998 CGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCC

4098 TAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAA

4198 ACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTG

Eagl (4366)
Pacl (4346) Swal (4355)  Notl (4365)
4298 ACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTA

4398 CATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTG
4498 CAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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