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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36l (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

Ncol (560)
BstEII (555)
KasI (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGCAGCGTCCTGCGTGGCGCTGCTGGTTCTGGCGCT

- 1M A A S C VAL L VL A L

Bsp120I (653)
601 GCTGTTGCTGGTGCTGCTGCTGGGCTTGTGGAAGCGTGGGCGGCAAACGGGCAGGGCCCGGCACATGGTCGTCGTGGTGCTGGGCGACGTGGGCCGCAGC
13 L L L VLLULGLWI K RG GR QTS GRARUHMVVVVL GDVGR S
Sphl (704) XholI (779)
701 CCCCGCATGCAGTACCACGCGCTGTCATTGGCCCAGAGCGGCTTTTCGGTGACGCTGCTGGGGTTCTACAACTCCAAACCTCGAGATGAACTCTTGCAGA
47m P R M Q Y HA L S L AQSGFSVTLULSGTFYNSI KU PR RUDTETLTLAQ
EcoRI (857)
BglIl (828) Bsp120I (850)
801 ATGATAGGATTCGGATTGTGAAGTTGACAGATCTGCGGGGCCTGGGAGCTGGGCCCCGAATTCTCCAGTATGGAGTCAAGGTTGTATTTCAGGCAGTGTA
80N D R I R I V KL T DLWIRGLGAGPR RI L QY GV K VVF QAVY
Fspl (917)
901 CTTGCTGTGGAAGATGATGCGCATGGACCCTGCAGCCTACATCTTCCTCCAGAACCCTCCAGGTCTGCCTGCTATTGCCGTCTGCTGGTTTGTGGGCTGC
113 L L W K M M R M DPAAY I FLQNZPPGLUPAI AV CWTFVGC
Ncol (1062)
1001 ATTTGTGGGAGCAAATTGGTCATCGACTGGCACAACTATGGCTACTCCATCATGGGCTTGGTCCATGGCCCCCGCCACCCCATTGTGCTGCTGGCCAAAT
147 1 C G S K L V1 DWHNY GY S I M GL V HGPI RHPI VL L AK
Xmnl (1107) Kasl (1118)
1101 GGTATGAGAAGTTCTTCGGGCGCCTGTCCCACCTGAACCTGTGTGTGACCAATGCTATGCGGGAGGACCTGGCAGAGAACTGGTGTGTCAGGGCTGTGAC
180kW Y E K F F G R L S HL NL CVTNAMIR REIUDILAENMWTCVZ RAUWVT
1201 GCTCTACGACAAGCCAGCATCTTTCTTTAAGGAGACACCCCTGGACCTGCAGCATGAACTCTTTATGAAGCTGAGCCACACGTACTCTCCTTTCCAGAGC
213 L Y D K P A S F F K E T PLDULI QHETLTFMIKILSHTY S P F QS
1301 TGCTCAGATCCCTCACATCCTGACACAGAGAGGTCGGCCTTCACTGAGAGGGATTGTCAGAGCGGGGTTGTGAGGCGTCTGCATGGGCGGCCAGCACTGC
247 C S D P S HP DTE RS SATFTE RDT ECOQS GV VU RIRLHGR RU®PAL
1401 TCGTGAGCAGCACAAGCTGGACAGAGGACGAGGACTTCTCCATCCTGCTTCGAGCATTAGAAAAGTTTGAGCAACAAGCACTCACTGGAGACAGCCTCCC
280kL V S S T S WTEWDTEUDT FS 1T L LRALTEI KT FEIQQALTSGHDT S L P
Ncol (1597)
1501 TTCCCTCGTCTGTGTGATAACAGGGAAGGGACCGCTCAGAGAGCACTACCGCCACCTCATCAGCCAGAAGCACCTTCAGCACGTCCGGTTCTGCACCCCA
313 S L v C VI T G K G P L REHY RHLI1IT SQKHLI QHVZRTFTCTT®P
1601 TGGCTGGAAGCCGAGGACTACCCACTGCTTCTAGGGTCAGCGGATCTGGGTGTCTGTCTACACATGTCCTCCAGTGGTCTGGACCTGCCCATGAAGGTGG
347 W L E A E DY P LLLGSADULSGVT CLHMSSSGLDULUPMEKV
1701 TGGACATGTTTGGGTGCCACTTGCCTGTGTGTGCCGTGAACTTCAAGTGTCTGCACGAGCTAGTAAGACATGGAGAGAATGGTCTGGTCTTCAAGGATGC
380V DM F G CHL PV CAVNTFI KT CLUHETLVRHGENSGLVFKDA
Pvull (1816) BspEI (1871)
1801 TGAGGAGCTGGCAGCTCAGCTGCAGATGCTTTTCTCAAAGTTCCCAGACCCTGCTGGAAAGCTAAGCCAGTTCCGGAAGAAACTGCAGGAGTCGGGGCAG
413 E E L AA QL QMULTF S KT F®PDZPAGI KT LS QFI RIKI KILQE S GAQ
Dralll (1924) Dralll (1976)
1901 CAACGCTGGGATGAGAGCTGGCAGCACACTGTGCTCCCTCTGCTCGCTCACTCACAGATGACCCCCAGGCCCCATCCACCCTGTGGCCACCCTTCCTGCC
4478 Q R W D E S W QH T VL PLLAHSAQMT®PR®PHZ®PU®PUCGHTZ®PSC
Bsu361 (2032) Nhel (2049)

2001 GGGGCTTTTGAGTGCCCCCTAGTGGTCATAAGCCTGAGGACAGCAGTGGGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACA
480FR G F o

Hpal (2187) Mrfel (2198)
2101 ACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACA

EcoRI (2283)
2201 ATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGC
- B ——

2301 ATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGC

2401 TGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACC

SspI  (2522) Swal (2536)
2501 TCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGG




2601 CCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCC

4494 ¢ N R
Sacl (2797)

2701 TGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAG

1384 T Yy K L P I L E E I T T K VL KGNME'1Tl L VF CDUZPAYDS I L

2801 CTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGC

154 E R C M G C P S V VR I S R DV EUDJSYUPHRVAUV I TDFDKAQ

Stul (2961)

2901 CCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCT

7146 N S VA S G I A I A E A CV T VU RGI YATEI HVAS I I EGTK

3001 TGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGAT

384« T R I A A GV HHIKNDTEY LMTI KETAVEVLTETLTDAGQAQS.I

BspHI (3111)
Xmnl (3103) Asel (3169)
3101 GTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCT
54 N F T K M - -
Sacl (3226)
3201 CCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGA

Spel (3324)
3301 CATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCA
-

SnaBI (3452)
3400 CGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACT

Ndel (3557)
3500 GGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCG

3600 TAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGT

Sdal (3735)Pacl (3743)
3700 CAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAG
-

3798 GCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAA

3898 GATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGT

ApaLI (4067)
3998 GGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGC

4098 TGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGT

4198 ATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTT

4298 CGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGA

Pacl (4483) Swal (4492)
4398 TCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTA

Eagl (4503)

NotI (4502)
4498 AATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACG
4598 AAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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