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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
Nael (441)
401

Sphl (560)
KasI (535) Agel (552)

501 CTGAGATCACCGGTCAGCATGCTGAGCATTCTGATTCTAGCTGCTACAGCCGCAGG
- 1M L S I L I L A A TAASG
Bsp120I (640)

EcoO1091 (640) BamHI (691)
601 GCTAGTGATCTTGCTATTCCAGCGACTATGGACCGTGCTTGGGCCCCATCACGTCACTCCCCGAGAGTCTCTCAGACTCTTGATCGTGGCTGGATCCGGT
13 L VvV I L L FQRLWTVLGPHHVYVYT®PRTETSILRLILI VAGSSG

BglII (713) HindIII (732)
701 GGACACACCACTGAGATCTTGAGGCTGGTTGGAAGCTTGTCCAATGCCTATTCACCAAGGCATTATGTCATTGCTGAGTCTGATGAAATGAGTGCCAAGA
47 G H T T E I L R LV GSLSNAY SPRWHY VI A ESDTEWMSAK
Xhol (824) EcoRI (875)
801 AAATCCATTCTCTTGAAGAACTCTCTCGAGCCCAGAATGACTCTACTACTGAATACCCCAAGTACCACCTTCACCGAATTCCGAGAAGCCGGGAGGTTCG
80K | H S L E E L S R A QNDSTTEY P KYHLHR RI PR SR RTEVR R
901 GCAGTCCTGGCTCTCCTCTGTGTTCACTACCTTCTACTCCATGTGGTTCTCCTTCCCACTGGTTCTCCGAATAAAGCCAGATTTGGTGCTGTGTAATGGA
113 Q S wL S S VFTTTFYSMMWTFSTFZPLVLR RIKZPDTILUVLTCNSG
1001 CCAGGAACATGCGTCCCTATCTGTGTGTCCGCCCTGCTTCTTGGGATACTTGGAGTGAAGAAAGTGATCATCGTCTATGTCGAGAGCATCTGCCGAGTGG
147 P G T C V P I CV S AL LLGI L GV KKV I I VY VESI CRYV
Bsu36l (1125)
1101 AGACGCTATCCCTGTCAGGGAAGATCCTGAGGCACCTCTCCGACTACTTCATTGTTCAGTGGCCCACTCTCAAGGAGAAGTACCCCAAGTCTGTGTACCT
180 E T L S L S G K I L R HL SDYF 1l VQW®PTULIKTETIZKYP K S VYL
Mscl (1245)

Nhel (1239)
1201 GGGGCGAATTGTTTGACAAATGGCAACCCTAAGTCTTGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGC
213 G R | V e

Hpal (1377) Mfel (1388)
1301 AGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCA

EcoRI (1473)
1401 TTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAAC
> -

1501 TTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGC

1601 CTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTC

Sspl (1712) Swal (1726) EcoO1091 (1787)
1701 CCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAA

1801 TATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTT
+414 ¢ N R T Y K
Sacl (1987)
1901 GAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCAC
1354 L P I L E E I T T K V L K GNWME I L VFCDU®PAYDS S 11 L ERC
BstXI (2016)
2001 ATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCA
1014M G C P S V V R I S R DV ED S Y PHRVAV I TDFDI K QGNS V
Stul (2151)
2101 CAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGAT
684 A S G I A I A EA CVTVZ RGI YAETIHVASI1T I EGTK TR I
BbsI (2297)
Xmnl (2293)
2201 GGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTC

354 AA G V HHKNDTEYLMTI KETAVEVLTELUDA QQS I NTFT
BspHI (2301) Asel (2359)
2301 TTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCT TATC
14K M - -

Sacl (2416)
2401 TGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAA




Spel (2514)
2501 AGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGA
e -]

SnaBI (2642)
2600 TGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATG

Ndel (2747)
2700 CCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCC

2800 ACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCG

Pstl  (2926)
Sdal (2925)Pacl (2933)  BspLUI1l (2943)

2900 GGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGC

-

2998 TGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGC

3098 GTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCT

ApaLI (3257)
3198 CATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTAT

3298 CCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGG

3398 TGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGA

3498 GTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAG

Eagl (3693)
Pacl (3673) Swal (3682)  NotI (3692)
3598 ATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGC

3698 CGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACA
3798 AACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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