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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl406I (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
Nael (441)
401
NotI (586)
Necol (560) BsrBI (584)
KasI (535) Agel (552) BstBI (579) Eagl (587)
501 CTGAGATCACCGGTCACCATGGAGTCCGAATCGGAGAGCGGAGCGGCCGCTGACAC
- 1M E S E S E S GA A A DT

BamHI (660)
601 CCCGCCTCTGGAGACTCTGAGCTTTCACGGAGATGAAGAGATCATTGAGGTGGTAGAGCTGGATCCAGGCCCGCCGGACCCGGATGATCTGGCCCAGGAG
13 P P L E T L S F HGODTETET'1l I EVVELUDZ®PSG®PUZPDUZPUDTDTLANQE
701 ATGGAAGACGTGGACTTTGAGGAAGAGGAAGAAGAAGAAGAGGGCAATGACGAGGGCTGGGTCTTGGAACCCCAGGAAGGGGTGGTCGGTAGCATGGAGG
47 M E D V D F E E E E E E E E G NDEGWV L EUPIQEGV VG S ME
801 GCCCGGATGATAGTGAGGTCACCTTTGCATTGCACTCAGCGTCTGTGTTCTGTGTGAGCCTGGACCCCAAAACCAACACCTTGGCAGTGACAGGGGGCGA
880G P D D S E V TFALUHS SASVFCVSLDZPIKTNTTLAVTSGGE
Stul (908)

901 AGACGACAAGGCCTTCGTGTGGAGGCTCGGTGATGGAGAGCTGCTCTTTGAGTGTGCAGGCCACAAAGACTCTGTGACATGCGCTGGTTTCAGTCACGAT
113 D D K A F VWIR L GDGEULULTFET CAGHI KTDS SV T CAGTF S HD
1001 TCCACCCTAGTGGCCACAGGGGACATGAGTGGTCTTTTGAAAGTATGGCAGGTAGACACCAAGGAAGAAGTCTGGTCCTTTGAAGCAGGAGACCTGGAGT
147 S T L VA T G DM S G L L KVWAQVDTIKTETEVWSTFEAGTDL E
1101 GGATGGAGTGGCACCCTCGGGCTCCTGTCCTGTTGGCGGGCACAGCCGATGGCAACACTTGGATGTGGAAGGTCCCGAATGGTGACTGTAAGACCTTTCA
180W M E W H P R A P VLLAGTADSGNTWMMWI KV PNUGUDTCIKTTF Q

Asp7181 (1273)

Acc651 (1273)
1201 GGGCCCCAACTGCCCTGCAACCTGTGGCCGCGTCCTCCCTGATGGGAAGAGAGCTGTGGTAGGGTATGAAGATGGTACCATCAGGATCTGGGACCTCAAG

213 G P NCP AT CGRVLPDSGI KU RAVYV GYEDSGTTI R I WDIL K
1301 CAAGGAAACCCCATCCATGTACTAAAAGGGACTGAGGGTCATCAGGGCCCTCTGACCTGTGTAGCCACCAACCAGGATGGCAGTCTGATCCTGACTGGCT
247 Q G N P I HV L KGTEGH QG®PLTT CVATNA QDG G STULII L TG

XemlI (1433)
1401 CTGTAGACTGCCAGGCCAAGCTGGTCAGTGCCACCACTGGCAAGGTGGTGGGTGTGTTCAGACCTGAGACAGTCGCCTCCCAGCCCAGCCTGGGAGAGGG
280S V D C Q A K L VS A TTGK VV GV FRPETVASAOQPSLGTE G
Pstl (1539)
1501 GGAGGAGAGTGAGTCTAACTCCGTGGAGTCCTTGGGCTTCTGCAGTGTCATGCCTCTGGCCGCTGTTGGCTATCTGGACGGAACCTTGGCCATCTATGAC
313 E E S E S NSV E SL GFCSVMZPLAAYVGY LDGTTLATILI YD
BsrGI (1682)
1601 CTGTCTACGCAGACACTCCGGCACCAATGTCAGCACCAGTCGGGCATTGTTCAGCTGCTGTGGGAGGCTGGCACTGCTGTGGTGTACACCTGTAGCCTGG
347 L S T Q T LR HQCOQHQSGI!I VQLLWEAGTAVUVYTTZ CSL
1701 ATGGTGTTGTACGTCTCTGGGATGCCCGGACTGGCCGCCTGCTTACTGACTACCGGGGCCACACTGCTGAGATCCTGGACTTTGCCCTCAGCAAAGATGC
380D G V VR L WDAIRT G RULLTWDY R GHTATE I L DF AL S KDA
Hpal (1865) Nhel (1895)

1801 TTCCCTGGTGGTGACCACATCAGGAGACCACAAAGCAAAAGTATTTTGTGTCCAGAGACCTGACCGTTAACAGCTGTAGCCTCTGGCATGGTGTCGCTAG
413 S L V.V T T S G D H KAK V F CV QR P DR e

1901 CTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCT

Hpal (2033)  Mfel (2044)
2001 TTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAA

EcoRI (2129)
2101 GCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGG
- -

2201 ATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAA

Sspl  (2368) Swal (2382)
2301 GGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGC

2401 AATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTT

2501 TAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCAT
4494 ¢ N R T Y K L P I L E E I T T K V L K G N

Sacl (2643)
2601 TCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATC
1204 M E | L VF CDPAYDJSI LETRT CMSGT C®PSVVURI SRDVESTD




2701 AGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTG

874 S Y P H R VA V I T DF DIKQGNSVASGI AI AEATCVTVR
Stul (2807)

2801 CCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGA

5346 I Y A E I HV A S I I EGTIKTRI AAGVHHIKNDTEYLWMT
BspHI (2957)
Xmnl (2949)
2901 TCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGA

2040 K E T AV E VL ELDI QQS I NFTIKM=-
Asel (3015) Sacl (3072)
3001 TATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACC
o

Spel (3170)
3100 GTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGT
-

3199 CAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAA

SnaBI (3298)
3299 TACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTA

Ndel (3403)
3399 CTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGG

Pstl (3582)
Sdal (3581)Pacl (3589)
3499 GAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTA

BspLU11I (3599)
3597 AGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAA
e

3697 AAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACC

3797 CTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTC

ApaLI (3913)
3897 GCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTT

3997 ATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACT

4097 AGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCG

4197 GTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGA

Eagl (4349)
Pacl (4329) Swal (4338)  NotlI (4348)
4297 AAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTT

4397 TTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAG
4497 AACATTTCTCTATCGAA
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