Sgfl (6) Pvul (7)
Mrfel (82)
EcoNI (96)
Pspl14061 (203)
HindIII (245)

EcoNI (287)
Bsu361 (291)
Nael (441)
NgoMI (441)

KasI (535)
Agel (552)
BstEIl (555)
Ncol (560)

Eagl (4321)
NotI (4320)

Swal (4310)
Pacl (4301)

Apall (3885) hEF1-HTLV prom Smal (582)
Xmal (582)
. Sdal (615)
ori pMB1 Xcml (752)
BspLUL1I (3571) hZBP1 (DAI)

Pacl (3561)
Sdal (3553)

BsrGI (992)
hCMYV enh

Ndel (3375) pUNOl-hZBPl

(4485 bp)

SnaBI (3270)
Ecol05I (3270)

Sandl (1288)
BsrBI (1330)

Xceml (1410)
Nael (1450)
NgoMI (1450)
HindIII (1460)
EcoRI (1478)
Bsu361 (1501)
Xhol (1546)

hCMV prom
Spel (3142)

Vspl (2987)
Asel (2987)
BspHI (2929)

Xmnl (2921)
SV40 p(A) mod

Stul (2779) (h) Bglobin p(A) Xhol (1694)

Ecol471 (2779) \A L1 (st
pa

BstXI (2644) BbrPI (1862)
100 Eco721 (1862)
Nhel (1867)

Mscl (1873)
Swal (2354)
Sspl  (2340) Hpal (2005)

Mrfel (2016)

EcoRI (2101)

InvivoGen



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMI (441)
Nael (441)
401
Ncol (560)
BstEII (555) Xmal (582)
Kasl (535) Agel (552) Smal (582)
501 CTGAGATCACCGGTCACCATGGCCCAGGCTCCTGCTGACCCGGGCAGAGAAGGCCA
- 1M A Q AP A DUPGUR RE G H
Sdal (615)
601 CCTTGAACAAAGAATCCTGCAGGTGCTGACAGAGGCTGGCTCCCCGGTGAAACTTGCCCAGCTGGTGAAGGAATGCCAAGCACCCAAGAGGGAGCTCAAC
13 L E QR I L QVLTEAGSU&PVI KLAQLV KET CQAUZPI KR RTETLN

Xeml (752)

701 CAAGTCCTCTACCGAATGAAAAAGGAGTTGAAAGTCTCCCTCACATCCCCTGCCACCTGGTGCTTGGGCGGGACTGATCCTGAAGGCGAGGGTCCTGCAG
47" Q VL Y R M K K E L KV SLTSUPATWT CLG GG GTUDTZPTETGTETGTPA
801 AGCTGGCCTTGTCCAGCCCTGCCGAGAGGCCCCAGCAACATGCAGCTACAATTCCAGAGACCCCTGGCCCTCAGTTCAGCCAACAACGGGAGGAAGACAT
80FE L A L S S P A ERUPI QQHAATI I PETZPGPI QTF SQQRTETE DI

BsrGI (992)

901 CTACAGGTTTCTCAAAGACAATGGTCCCCAGAGGGCCCTGGTCATCGCCCAAGCACTGGGAATGAGGACAGCAAAAGATGTGAACCGAGACTTGTACAGG
113 Y R F L K D NG P Q R ALV I AQALGMZRTAIKTDVNR RTUDTLYTR
1001 ATGAAGAGCAGGCACCTTCTGGACATGGATGAGCAGTCCAAAGCATGGACGATTTACCGCCCAGAAGATTCTGGAAGAAGAGCAAAGTCAGCCTCAATTA

147" M K S R HL L DMUDEAOQSIKAWT I Y RPEUDS S GRURAIKSAS I
1101 TTTACCAGCACAATCCAATCAACATGATCTGCCAGAATGGACCCAACAGCTGGATTTCCATTGCAAACTCCGAAGCCATCCAGATTGGACACGGGAACAT
180 Y Q H NP I NM I CQNGPNSWI S I ANJSEAI QI GHGN.I

SandI (1288)
1201 CATTACAAGACAGACAGTCTCCAGGGAGGACGGTTCCGCCGGTCCACGCCACCTCCCTTCAATGGCACCAGGTGATTCCTCAACTTGGGGGACCCTAGTT
213 | T R Q T VS R E DG S A GPRHLUPSMAPGHDSSTWGTTL V
BsrBI (1330)
1301 GATCCCTGGGGGCCCCAGGACATCCACATGGAGCGGTCCATACTGAGACGGGTGCAGCTGGGACACAGCAATGAGATGAGGCTCCACGGCGTCCCGTCCG
247 D P WGP QD1 HMEU RS 1T LRI RVYQLGHSNEMRTLTUHTGVTPS
NgoMI (1450)
Xcml (1410) Nael (1450)  HindIII (1460) EcoRI (1478)
1401 AGGGCCCTGCCCACATCCCCCCTGGCAGCCCCCCAGTCTCTGCCACTGCTGCCGGCCCAGAAGCTTCGTTTGAAGCAAGAATTCCCAGTCCAGGAACTCA
280E G P A H I P P G S PPV SATAAGTPTEASTFTEARIPSUPGTH
Bsu36l (1501) Xhol (1546)
1501 CCCTGAGGGGGAAGCCGCCCAGAGAATCCACATGAAATCGTGCTTTCTCGAGGACGCCACCATCGGCAACAGCAACAAAATGTCTATCAGCCCAGGGGTG
313 P E G E A A QR I HM K S CFLEUDATTI GNSNIKMSTI S P G V
Xhol (1694)
1601 GCTGGCCCAGGAGGAGTCGCAGGGTCTGGAGAGGGGGAGCCAGGGGAGGACGCAGGTCGTCGTCCCGCAGACACACAATCCAGAAGTCACTTTCCTCGAG
347 A G P G G VA GS GEGEUZPGETUDAGTRI RPADTI QST RSHTFPR
1701 ACATTGGTCAGCCCATCACTCCCAGCCACTCGAAGCTCACCCCCAAGCTGGAAACTATGACTCTTGGAAACAGGAGTCACAAAGCTGCAGAAGGCAGCCA
38D | G Q P I T P S H S KL TP K ULETMTULGNR RS SHIKAATEG S H
Nhel (1867)
Eco72I (1862)
ApaLI (1851)  BbrPI (1862) Mscl (1873)
1801 CTATGTGGATGAAGCCTCACACGAGGGGAGCTGGTGGGGAGGTGGGATTTAGTGCACAGCCTCACGTGCTAGCTGGCCAGACATGATAAGATACATTGAT
413 ' Y V D E A S HE G S WWGG G | e
1901 GAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATA

Hpal (2005) Mrfel (2016)
2001 AACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAT

EcoRI (2101)
2101 GGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTG
> -

2201 TTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTAT

Sspl  (2340) Swal (2354)
2301 GTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCA

2401 GAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGA




2501 GCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGG
——3494 ¢ N R T Y K L P I L E E I T TIKVLIKGNMETITULVTFTCTDSF®P
BstXI (2644)

2601 AGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATG
11144 A Y D S I L E R CM G C P S V VR 1 SRDVETDTSYU PHT RVYVAVI

Stul (2779)
Ecold7I (2779)
2701 GTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAG
774T D F D K Q G NS VA S G 1 A Il AEACVTUVRGI YATETIHVAS
2801 AGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTC
444 | | E G T K TR I A A GV HHIEKNDTETYTLMTI KETAVEVLE
BspHI (2929) Vspl (2987)
XmnI (2921) Asel (2987)
2901 CAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAA
174 L D Q Q S I N F T K M = -
3001 ACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAAT

Spel (3142)
3101 GGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGT
-

SnaBI (3270)
Ecol051 (3270)
3200 GAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGT

Ndel (3375)
3300 CCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGC

3400 CAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGG

Sdal (3553)  PacI (3561) BspLU11I (3571)
3500 CGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAG
e

3598 GCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAA

3698 ACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTT

ApalLlI (3885)
3798 TCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCC

3898 CCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACA

3998 GGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCT

4098 GCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATT

4198 ACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGG

Eagl (4321)
Pacl (4301) Swal (4310) NotI (4320)
4298 CTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCT

4398 CTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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