NotI (4881)
Swal (4871)
Pacl (4862)

pMBI1 ori
BspLUI1I (4132)
Pacl (4122)

Pstl (4115
Sdal E41143

Ndel (3936)
hCMYV enh

SnaBI (3831)

Spel (3703) hCMV prom

Asel (3548)
BspHI (3490)

mnl (3482)
(h) Bglobin p(A)
Swal (2915)
SspI (2901)
EcoRI (2662)
Mfel (2577)
Hpal (2566)
125
—

hZAP70 (SRK) isoform 1

pUNO1-hZAP70a

(5046 bp)

SV40 p(A)

Sgfl (6)

Pvul (7)
Mfel (82)
Psp14061 (203)
HindIII (245)
Bsu36I (291)

/ NgoMIV (441)
/ Kasl (535)

Agel (552)
Sphl (560)

hEF1-HTLV prom

NgoMIV (775)

Fspl (854)
Xhol (883)

Acc651  (1049)
Mlul (1066)

cal (1220)

Bsu361 (1346)

-Xmnl (1545)

Sphl (1634)
Fspl (1637)

Hpal (1969)

Nsil (2088)
PpulOl (2088)
BstEII (2139)
BspHI (2273)

Sphl (2336)

Bsp120I (2377)

Nhel (2428)

4 InvivoGen



Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) HindIII (245) Bsu36l1 (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Sphl (560)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCAGCATGCCAGACCCCGCGGCGCACCTGCCCTTCTTCTACGG

- 1M P D P A A HLPTF F Y G
601 CAGCATCTCGCGTGCCGAGGCCGAGGAGCACCTGAAGCTGGCGGGCATGGCGGACGGGCTCTTCCTGCTGCGCCAGTGCCTGCGCTCGCTGGGCGGCTAT
13 S I S R A EA E E HULIKILAGMADTGTULT FLULWRQCLUR RSTLGSGY

NgoMIV (775)
701 GTGCTGTCGCTCGTGCACGATGTGCGCTTCCACCACTTTCCCATCGAGCGCCAGCTCAACGGCACCTACGCCATTGCCGGCGGCAAAGCGCACTGTGGAC
47 V. L S L V H D VR F HHF P I ERQL NG GTYAI A GGIKAWHT CG
Fspl (854) Xhol (883)
801 CGGCAGAGCTCTGCGAGTTCTACTCGCGCGACCCCGACGGGCTGCCCTGCAACCTGCGCAAGCCGTGCAACCGGCCGTCGGGCCTCGAGCCGCAGCCGGG
80P A E L C E F Y S RDPUDGLUWPT CNLI RI KU®PT CNRUPSGLTETZPQTPG
901 GGTCTTCGACTGCCTGCGAGACGCCATGGTGCGTGACTACGTGCGCCAGACGTGGAAGCTGGAGGGCGAGGCCCTGGAGCAGGCCATCATCAGCCAGGCC
113 v F D C L R D AM VR DY VRQTWIZKTULTESGEA ALTEI QATI 1 S QA
Acc651 (1049) Mlul (1066)
1001 CCGCAGGTGGAGAAGCTCATTGCTACGACGGCCCACGAGCGGATGCCCTGGTACCACAGCAGCCTGACGCGTGAGGAGGCCGAGCGCAAACTTTACTCTG
147 P Q VE K L I A T T A HERMPWYHSS L TR RTETEATERIKTL Y S
1101 GGGCGCAGACCGACGGCAAGTTCCTGCTGAGGCCGCGGAAGGAGCAGGGCACATACGCCCTGTCCCTCATCTATGGGAAGACGGTGTACCACTACCTCAT
180G A Q T D G K F L L RPRKEQGTYALSULI Y GIKTVYHYWLI
Scal (1220)
1201 CAGCCAAGACAAGGCGGGCAAGTACTGCATTCCCGAGGGCACCAAGTTTGACACGCTCTGGCAGCTGGTGGAGTATCTGAAGCTGAAGGCGGACGGGCTC
213 S Q D K A G K Y C I P E GTKF D TULMWAOQULVEYULIKTLIKADSGIL
Bsu36lI (1346)
1301 ATCTACTGCCTGAAGGAGGCCTGCCCCAACAGCAGTGCCAGCAACGCCTCAGGGGCTGCTGCTCCCACACTCCCAGCCCACCCATCCACGTTGACTCATC
247 | Y C L K E A CPNSSASNASGAAAPTLU®PAMHZPSTLTH
1401 CTCAGAGACGAATCGACACCCTCAACTCAGATGGATACACCCCTGAGCCAGCACGCATAACGTCCCCAGACAAACCGCGGCCGATGCCCATGGACACGAG
280kP Q R R I D T L NSDGYTU®PEPARI TSPDIKW®PRUPMPMDTS
Xmnl (1545)
1501 CGTGTATGAGAGCCCCTACAGCGACCCAGAGGAGCTCAAGGACAAGAAGCTCTTCCTGAAGCGCGATAACCTCCTCATAGCTGACATTGAACTTGGCTGC
313 v Y E S P Y S DUPETETLIKDI K KLTFULI K RDNLTILTIADT IETLGSTC
Fspl (1637)
Sphl (1634)
1601 GGCAACTTTGGCTCAGTGCGCCAGGGCGTGTACCGCATGCGCAAGAAGCAGATCGACGTGGCCATCAAGGTGCTGAAGCAGGGCACGGAGAAGGCAGACA
347 G N F 6 S VR Q G VYR RMUR RIKIKQI DVAI KVLIKIOQGTTETIKATD
1701 CGGAAGAGATGATGCGCGAGGCGCAGATCATGCACCAGCTGGACAACCCCTACATCGTGCGGCTCATTGGCGTCTGCCAGGCCGAGGCCCTCATGCTGGT
380 T E EMM R EA QI MHQLDNZPY 1l VRL I GVCQATEALWMLYV
1801 CATGGAGATGGCTGGGGGCGGGCCGCTGCACAAGTTCCTGGTCGGCAAGAGGGAGGAGATCCCTGTGAGCAATGTGGCCGAGCTGCTGCACCAGGTGTCC
413 M EMA GG G P L HIKT FULV G K RETETI PV S NVATETLTILUHAGQVS
Hpal (1969)

1901 ATGGGGATGAAGTACCTGGAGGAGAAGAACTTTGTGCACCGTGACCTGGCGGCCCGCAACGTCCTGCTGGTTAACCGGCACTACGCCAAGATCAGCGACT
447* M G M K Y L E E K NF VHRIDLAARNVILILVNR RHYAIKTI SD

PpulOl (2088)

Nsil (2088)
2001 TTGGCCTCTCCAAAGCACTGGGTGCCGACGACAGCTACTACACTGCCCGCTCAGCAGGGAAGTGGCCGCTCAAGTGGTACGCACCCGAATGCATCAACTT
480*F G L S K AL GA DDSYYTARSAGI KWZPLI KMWYAUPTETCI NTF

BstEII (2139)
2101 CCGCAAGTTCTCCAGCCGCAGCGATGTCTGGAGCTATGGGGTCACCATGTGGGAGGCCTTGTCCTACGGCCAGAAGCCCTACAAGAAGATGAAAGGGCCG
513 R X F S S R S DVWJSYGVTMMWEA AL SYGQKPY KIKMTZKGTFP
BspHI (2273)
2201 GAGGTCATGGCCTTCATCGAGCAGGGCAAGCGGATGGAGTGCCCACCAGAGTGTCCACCCGAACTGTACGCACTCATGAGTGACTGCTGGATCTACAAGT
547 E VM A F I E Q G K RMET C®PU®PET C®PZ®PEILYA ALMSUDT CWI Y K
Sphl (2336) Bspl120I (2377)
2301 GGGAGGATCGCCCCGACTTCCTGACCGTGGAGCAGCGCATGCGAGCCTGTTACTACAGCCTGGCCAGCAAGGTGGAAGGGCCCCCAGGCAGCACACAGAA
58kW E D R P D F L T VE Q R MR ATCY Y SLASI KVESGZPPGSTAOQHZK
Nhel (2428)

2401 GGCTGAGGCTGCCTGTGCCTGAGCTCCCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAA
613 A E A A C A e

Hpal (2566)  Mfel (2577)
2501 TGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTC




EcoRI (2662)
2601 AGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCA
L e

2701 AATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTT

2801 TCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTA

SspI  (2901) Swal (2915)
2901 AAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGT

3001 TTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGA
+411 ¢« N R T Y K L P | L
3101 GTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGG
1324 E E I T T K V L K G NME I L VF CDZPAYDSI LEZRT CMSGTCUP
3201 GCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCA
98¢ S V VR I S R D VE D S Y P HR VAV I TDFDZ KU QGNSVASG
3301 ATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGA
6441 A I A E A CV T VU RGI YATETI HVASTI1T I EGTIZ KT RI AAGV
BspHI (3490)
Xmnl (3482)
3401 CATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGC
31 H H K NDTEVYLMTTI1 KETAVEUVLTETLTDA QQS I NTF T K M--——
Asel (3548)
3501 CCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCA
-
3600 CTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTG

Spel (3703)
3700 ATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCA
 — -

SnaBI (3831)
3799 AAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGC

Ndel (3936)
3899 CATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGAC

3999 GTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTAC

Pstl  (4115)

Sdal (4114)Pacl (4122) BspLU11I (4132)
4099 CGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTT
e

4197 CCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCT

4297 GGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCAC

4397 GCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTA

4497 TCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAG

4597 TTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCT

4697 CTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGAT

Pacl (4862) Swal (4871) NotI (4881)
4797 CTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAA

4897 TATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAA
4997 ATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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