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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)

1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)

Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMI (441)

Nael (441)
401

Ncol (560)
BstEII (555)
Agel (552)

501 CTGAGATCACCGGTCACCATGGAGGCGGAGCCGCCGCTCTACCCGATGGCGGGGGC

- 1M E A E P P L Y P MAGA

SandI (632)

601 TGCGGGGCCGCAGGGCGACGAGGACCTGCTCGGGGTCCCGGACGGGCCCGAGGCCCCGCTGGACGAGCTGGTGGGCGCGTACCCCAACTACAACGAGGAG
13 A G P Q GDEDLTLGVZPDSGTPTEATPTLTIDTETLVGAYZ PNYNTETE

SphI (773)

701 GAGGAGGAGCGCCGCTACTACCGCCGCAAGCGCCTGGGCGTGCTCAAGAACGTGCTGGCTGCCAGCGCCGGGGGCATGCTCACCTACGGCGTCTACCTGG
47 E E E R R Y Y R R K R L GV LI KNVLAASAGGMTLTYG VYL

BsiBI (897)

PstI (805) BsaBI (897)

801 GCCTCCTGCAGATGCAGCTGATCCTGCACTACGACGAGACCTACCGCGAGGTGAAGTATGGCAACATGGGGCTGCCCGACATCGACAGCAAAATGCTGAT
80"G L L QM QL I L HYDETY YU REVI KYSGNMGLT PUDIDSI KMLM
901 GGGCATCAACGTGACTCCCATCGCCGCCCTGCTCTACACACCTGTGCTCATCAGGTTTTTTGGAACGAAGTGGATGATGTTCCTCGCTGTGGGCATCTAC
113 6 I NV T P I A ALL Y TPUVLIURTFTFGTIKMWMMTFTLAVSGII Y

Ecod7III  (1028)

Afel (1028) Neol (1094)

1001 GCCCTCTTTGTCTCCACCAACTACTGGGAGCGCTACTACACGCTTGTGCCCTCGGCTGTGGCCCTGGGCATGGCCATCGTGCCTCTTTGGGCTTCCATGG
147 A L F VS T NY WEJ RYYTLVPSAVALGMATIVPLWASM

Scal (1136)

1101 GCAACTACATCACCAGGATGGCGCAGAAGTACCATGAGTACTCCCACTACAAGGAGCAGGATGGGCAGGGGATGAAGCAGCGGCCTCCGCGGGGCTCCCA
180G N Y | T R M A Q K Y HE Y SHYIKTE- QDTG QGMTZ KTI QRU PUPUR RTGS H
1201 CGCGCCCTATCTCCTGGTCTTCCAAGCCATCTTCTACAGCTTCTTCCATCTGAGCTTCGCCTGCGCCCAGCTGCCCATGATTTATTTCCTGAACCACTAC
213 A P Y L L VF QA I F Y STF FHLSTFACAOQLU PMI Y F L NHY

BsrGI (1322) BamHI (1358)

1301 CTGTATGACCTGAACCACACGCTGTACAATGTGCAGAGCTGCGGCACCAACAGCCACGGGATCCTCAGCGGCTTCAACAAGACGGTTCTGCGGACGCTCC

247 L Y D L NHTLYNVQSCGTNSUHGILSGFNIKTVLTR RTL
SFil (1446) BstXI (1457)

1401 CGCGGAGCGGAAACCTCATTGTGGTGGAGAGCGTGCTCATGGCAGTGGCCTTCCTGGCCATGCTGCTGGTGCTGGGTTTGTGCGGAGCCGCTTACCGGCC

280kP R S G N L I VV E S VLMAVATFLAMTLTILTUVLGLTE CGAATYTRSTEP

Fspl (1517) Eco721 (1561)
Clal (1510) BbrPI (1561) Dralll (1585)

1501 CACGGAGGAGATCGATCTGCGCAGCGTGGGCTGGGGCAACATCTTCCAGCTGCCCTTCAAGCACGTGCGTGACTACCGCCTGCGCCACCTCGTGCCTTTC
313 T E E I DL R SV GWGNI1T F QLU PTFIKUHVYVYRIDYU RTULUZ RUHLVEPTF
1601 TTTATCTACAGCGGCTTCGAGGTGCTCTTTGCCTGCACTGGTATCGCCTTGGGCTATGGCGTGTGCTCGGTGGGGCTGGAGCGGCTGGCTTACCTCCTCG
347 F I Y S G F E VL FACTGI ALGY GV CSVGLET RTLAYTLL
SFil (1738) ApaLlI (1792)
1701 TGGCTTACAGCCTGGGCGCCTCAGCCGCCTCACTCCTGGGCCTGCTGGGCCTGTGGCTGCCACGCCCGGTGCCCCTGGTGGCTGGAGCAGGGGTGCACCT
380V A Y S L G A S A A SLULGLTLTGLWLTZPRZPVZPLVAGATGIVHL
BamHI (1859)
1801 GCTGCTCACCTTCATCCTCTTTTTCTGGGCCCCTGTGCCTCGGGTCCTGCAACACAGCTGGATCCTCTATGTGGCAGCTGCCCTTTGGGGTGTGGGCAGT
413 L L T F I L F FWAUPVPRUVLQHSWI LY VAAATLWGVGS
1901 GCCCTGAACAAGACTGGACTCAGCACACTCCTGGGAATCTTGTACGAAGACAAGGAGAGACAGGACTTCATCTTCACCATCTACCACTGGTGGCAGGCTG
447 A L N K T G L S T L L G I LY EDIKE R QDT F I F T 1 Y HWWOQA
Xhol (2025) NotI (2077)
2001 TGGCCATCTTCACCGTGTACCTGGGCTCGAGCCTGCACATGAAGGCTAAGCTGGCGGTGCTGCTGGTGACGCTGGTGGCGGCCGCGGTCTCCTACCTGCG
480V A I F T V Y L G S S L HM KAIKULAVILTLVTLVAAAVSTYLR
Dralll (2161) BStEII (2173)
2101 GATGGAGCAGAAGCTGCGCCGGGGCGTGGCCCCGCGCCAGCCCCGCATCCCGCGGCCCCAGCACAAGGTGCGCGGTTACCGCTACTTGGAGGAGGACAAC
513 M E Q K L R R G VA PR QP RI PRPIOQHI KVZ RGYI RYULETETDN
Stul (2269)
Ecol471 (2269)
2201 TCGGACGAGAGCGACGCGGAGGGCGAGCATGGGGACGGCGCGGAGGAGGAGGCGCCGCCCGCAGGGCCCAGGCCTGGCCCCGAGCCCGCTGGACTCGGCC
547 S D E S DA E GEHGDGATETETEAPPAGTPT RU PG GPET PAGTLG
NgoMI (2300)
Nael (2300) BsiWI (2312) Nhel (2392)
2301 GCCGGCCCTGCCCGTACGAACAGGCGCAGGGGGGAGACGGGCCGGAGGAGCAGTGAGGGGCCGCCTGGTCCCCGGACTCAGCCTCCCTCCTCGCTAGCTG

580 R R P C P Y E Q A Q G G D G P E E Q e



2401 GCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTA

Hpal (2530) Mfel (2541)
2501 TTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCA

EcoRI (2626)
2601 AGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATG
- -

2701 AATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGT

SspI  (2865) Swal (2879)
2801 TTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAAT

2901 GAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAA

3001 TAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCA
4414 ¢ N R T Y K L P I L E E I T T K V L K G N M
Sacl (3140) BstXI (3169)

3101 TCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGA
119¢ E | L V F ¢ D P A Y D S I L ERCMSGTC®P SV VU R 1 SRDVEDS
3201 GTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCA
864 Y P H R VAV I T DFDI KA QGNSVASGI A I A EATCVTVR RG

Stul (3304)
Ecol471 (3304)
3301 ATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCT
5241 Y A E I H V A S | Il E G T K TR I A A GV HHIKNDEYLMT I K
BspHI (3454)
Xmnl (3446)
3401 TCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATAT

199 E T A V E V L E L D Q QS I NFTIKM--
Vspl (3512)
Asel (3512) Sacl (3569)
3501 ACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTAC
-

Spel (3667)
3601 ACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAAT
-

SnaBI (3795)
Ecol05I (3795)
3700 GGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACG

3800 TAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTG

Ndel (3900)
3900 GCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAAC

Pstl (4079)
Sdal (4078)Pacl (4086)  BspLUI1I
4000 ATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGAA
-

4098 CATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAAT

4198 CGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGC

4298 CGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTC

ApaLl (4410)
4398 CAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCG

4498 CCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAA

4598 GAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGG

4698 TTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAAC

Pacl (4826) Swal (4835)  Notl (4845)
4798 TCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTT

4898 GTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACA
4998 TTTCTCTATCGAA
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