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pUNO1-hUNC93B1
(5010 bp)

BsrS2

SV40 p(A)

(h) ßglobin p(A)

ori pMB1
hEF1-HTLV prom

hCMV enh

hCMV prom

EM7

hUNC93B1

SgfI (6)
PvuI (7)

MfeI (82)
EcoNI (96)

Psp1406I (203)
HindIII (245)

EcoNI (287)
Bsu36I (291)

NaeI (441)
NgoMI (441)

AgeI (552)
BstEII (555)
NcoI (560)

SandI (632)

SphI (773)
PstI (805)

BsaBI (897)
BsiBI (897)

AfeI (1028)
Eco47III (1028)
NcoI (1094)
ScaI (1136)

BsrGI (1322)
BamHI (1358)

SfiI (1446)
BstXI (1457)

ClaI (1510)
FspI (1517)

BbrPI (1561)
Eco72I (1561)

DraIII (1585)
SfiI (1738)

ApaLI (1792)
BamHI (1859)

XhoI (2025)
NotI (2077)

DraIII (2161)
BstEII (2173)

Eco147I (2269)
StuI (2269)

NaeI (2300)
NgoMI (2300)

BsiWI (2312)

NheI (2392)
HpaI (2530)

MfeI (2541)
EcoRI (2626)

SspI (2865)
SwaI (2879)

SacI (3140)
BstXI (3169)

Eco147I (3304)
StuI (3304)

XmnI (3446)
BspHI (3454)
AseI (3512)

VspI (3512)
SacI (3569)

SpeI (3667)

Eco105I (3795)
SnaBI (3795)

NdeI (3900)

SdaI (4078)
PstI (4079)
PacI (4086)

BspLU11I (4096)

ApaLI (4410)

PacI (4826)
SwaI (4835)
NotI (4845)



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGAGGCGGAGCCGCCGCTCTACCCGATGGCGGGGGC

TGCGGGGCCGCAGGGCGACGAGGACCTGCTCGGGGTCCCGGACGGGCCCGAGGCCCCGCTGGACGAGCTGGTGGGCGCGTACCCCAACTACAACGAGGAG

GAGGAGGAGCGCCGCTACTACCGCCGCAAGCGCCTGGGCGTGCTCAAGAACGTGCTGGCTGCCAGCGCCGGGGGCATGCTCACCTACGGCGTCTACCTGG

GCCTCCTGCAGATGCAGCTGATCCTGCACTACGACGAGACCTACCGCGAGGTGAAGTATGGCAACATGGGGCTGCCCGACATCGACAGCAAAATGCTGAT

GGGCATCAACGTGACTCCCATCGCCGCCCTGCTCTACACACCTGTGCTCATCAGGTTTTTTGGAACGAAGTGGATGATGTTCCTCGCTGTGGGCATCTAC

GCCCTCTTTGTCTCCACCAACTACTGGGAGCGCTACTACACGCTTGTGCCCTCGGCTGTGGCCCTGGGCATGGCCATCGTGCCTCTTTGGGCTTCCATGG

GCAACTACATCACCAGGATGGCGCAGAAGTACCATGAGTACTCCCACTACAAGGAGCAGGATGGGCAGGGGATGAAGCAGCGGCCTCCGCGGGGCTCCCA

CGCGCCCTATCTCCTGGTCTTCCAAGCCATCTTCTACAGCTTCTTCCATCTGAGCTTCGCCTGCGCCCAGCTGCCCATGATTTATTTCCTGAACCACTAC

CTGTATGACCTGAACCACACGCTGTACAATGTGCAGAGCTGCGGCACCAACAGCCACGGGATCCTCAGCGGCTTCAACAAGACGGTTCTGCGGACGCTCC

CGCGGAGCGGAAACCTCATTGTGGTGGAGAGCGTGCTCATGGCAGTGGCCTTCCTGGCCATGCTGCTGGTGCTGGGTTTGTGCGGAGCCGCTTACCGGCC

CACGGAGGAGATCGATCTGCGCAGCGTGGGCTGGGGCAACATCTTCCAGCTGCCCTTCAAGCACGTGCGTGACTACCGCCTGCGCCACCTCGTGCCTTTC

TTTATCTACAGCGGCTTCGAGGTGCTCTTTGCCTGCACTGGTATCGCCTTGGGCTATGGCGTGTGCTCGGTGGGGCTGGAGCGGCTGGCTTACCTCCTCG

TGGCTTACAGCCTGGGCGCCTCAGCCGCCTCACTCCTGGGCCTGCTGGGCCTGTGGCTGCCACGCCCGGTGCCCCTGGTGGCTGGAGCAGGGGTGCACCT

GCTGCTCACCTTCATCCTCTTTTTCTGGGCCCCTGTGCCTCGGGTCCTGCAACACAGCTGGATCCTCTATGTGGCAGCTGCCCTTTGGGGTGTGGGCAGT

GCCCTGAACAAGACTGGACTCAGCACACTCCTGGGAATCTTGTACGAAGACAAGGAGAGACAGGACTTCATCTTCACCATCTACCACTGGTGGCAGGCTG

TGGCCATCTTCACCGTGTACCTGGGCTCGAGCCTGCACATGAAGGCTAAGCTGGCGGTGCTGCTGGTGACGCTGGTGGCGGCCGCGGTCTCCTACCTGCG

GATGGAGCAGAAGCTGCGCCGGGGCGTGGCCCCGCGCCAGCCCCGCATCCCGCGGCCCCAGCACAAGGTGCGCGGTTACCGCTACTTGGAGGAGGACAAC

TCGGACGAGAGCGACGCGGAGGGCGAGCATGGGGACGGCGCGGAGGAGGAGGCGCCGCCCGCAGGGCCCAGGCCTGGCCCCGAGCCCGCTGGACTCGGCC

GCCGGCCCTGCCCGTACGAACAGGCGCAGGGGGGAGACGGGCCGGAGGAGCAGTGAGGGGCCGCCTGGTCCCCGGACTCAGCCTCCCTCCTCGCTAGCTG
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213
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GCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTA

TTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCA

AGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATG

AATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGT

TTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAAT

GAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAA

TAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCA

TCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGA

GTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCA

ATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCT

TCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATAT

ACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTAC

ACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTA C T A G TCAAAACAAACTCCCATTGACGTCAAT

GGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACG

TAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTG

GCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAAC

ATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCC T G C AG G TT AA TTAAGAA

CATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAAT

CGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGC

CGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTC

CAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCG

CCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAA

GAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGG

TTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAAC

TCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTT

GTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACA
TTTCTCTATCGAA

 •  N  R   T   Y   K  L   P   I   L   E   E   I   T   T   K  V  L   K  G  N  M
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HpaI (2530) MfeI (2541)

EcoRI (2626)

SspI (2865) SwaI (2879)

SacI (3140) BstXI (3169)
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BspHI (3454)
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SacI (3569)
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Eco105I (3795)
SnaBI (3795)

NdeI (3900)
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PstI (4079)
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ApaLI (4410)
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2601

2701
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3700
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4098
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