Pvul (7)
Sgfl (6) Mfel (82)
Psp14061 (203)
HindIII (245)
NotI (6141) Bsu36I (291)
Swal (6131)
Pacl (6122) / /NgoMIV (441)

— Kasl (535)

Mlul (558)
hEF1-HTLV prom

ApaLI (5706) Acc651 (646)

Dralll (746)

BspLU11I (5392)
Pacl (5382)
Sdal (5374)

pMBI ori BspHI (971)
NgoMIV (1057)
Sphl (1065)
Sdal (1115)

Ndel (5196) Xmal (1140)

hTLR9 isoform 1

SnaBI (5091) KasI (1272)

Bsu36l (1276)

hCMYV enh

Spel (4963)

hCMV prom

EM7 pUNO1-hTLR9a

(6306 bp)
BsrS2

Nsil (1533)
Ppul0l (1533)
HindIII (1579)

Asel (4808)
BspHI (4750)
Xmnl (4742)

(h) Bglobin p(A)
BstEIl (2019)
Swal (4175)

Agel (2128
Sspl  (4161) gel (2128)

SV40 p(A
P(A) Sphl (2246)

EcoRI (3922)
Mfel (3837)
Hpal (3826)

Nhel (3688)
SandI (3648)

Ndel (2401)

(2675)

150 BssHII (3408)

Tth1111 (3388)
RsrIl (3386) BsrGI (3227)

C?) InvivoGen



Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) HindIII (245) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
Kasl (535) Mlul (558)
501 CTGAGATCACCGGAACGCGTCACCATGGGTTTCTGCCGCAGCGCCCTGCACCCGCT

»- 1M G F C R S A L H P L
Acc651 (646)
601 GTCTCTCCTGGTGCAGGCCATCATGCTGGCCATGACCCTGGCCCTGGGTACCTTGCCTGCCTTCCTACCCTGTGAGCTCCAGCCCCACGGCCTGGTGAAC
117 S L L V QA I ML AMTULALGTTULUPATFILUPCETLIQPHGTL VN
Dralll (746)
701 TGCAACTGGCTGTTCCTGAAGTCTGTGCCCCACTTCTCCATGGCAGCACCCCGTGGCAATGTCACCAGCCTTTCCTTGTCCTCCAACCGCATCCACCACC
45 C N W L F L K S VPHFSMAAPRGNWVTSLS LS S NI R I HH
801 TCCATGATTCTGACTTTGCCCACCTGCCCAGCCTGCGGCATCTCAACCTCAAGTGGAACTGCCCGCCGGTTGGCCTCAGCCCCATGCACTTCCCCTGCCA
78%L H D S DF A HLUP S LI RWHLNILIKMWNTC®PZPVGLSPMHTFUPTCH
BspHI (971)
901 CATGACCATCGAGCCCAGCACCTTCTTGGCTGTGCCCACCCTGGAAGAGCTAAACCTGAGCTACAACAACATCATGACTGTGCCTGCGCTGCCCAAATCC
1112 M T | E P S T F L AV P T L E E L NL SY NNI MTVPAL P K S
SphI (1065)
NgoMIV (1057)
1001 CTCATATCCCTGTCCCTCAGCCATACCAACATCCTGATGCTAGACTCTGCCAGCCTCGCCGGCCTGCATGCCCTGCGCTTCCTATTCATGGACGGCAACT
145 L I S L S L S H TN 1T L MLDJSASLAGLHALI RT FLTFMDGN
Sdal (1115) Xmal (1140)
1101 GTTATTACAAGAACCCCTGCAGGCAGGCACTGGAGGTGGCCCCGGGTGCCCTCCTTGGCCTGGGCAACCTCACCCACCTGTCACTCAAGTACAACAACCT
178#C Y Y K NP C R QA L EVAPGALULSGLGNLTHLSLKYNNIL
Bsu36l (1276)
Kasl (1272)
1201 CACTGTGGTGCCCCGCAACCTGCCTTCCAGCCTGGAGTATCTGCTGTTGTCCTACAACCGCATCGTCAAACTGGCGCCTGAGGACCTGGCCAATCTGACC
211 T V V P R N L P S S L E Y L L L SYNIRI VKLAPTETDILANILT
1301 GCCCTGCGTGTGCTCGATGTGGGCGGAAATTGCCGCCGCTGCGACCACGCTCCCAACCCCTGCATGGAGTGCCCTCGTCACTTCCCCCAGCTACATCCCG
245 A L R VL DV GG N CRI R CDHAPNZPT CMETCUPR RHTFUPOQL HUP
1401 ATACCTTCAGCCACCTGAGCCGTCTTGAAGGCCTGGTGTTGAAGGACAGTTCTCTCTCCTGGCTGAATGCCAGTTGGTTCCGTGGGCTGGGAAACCTCCG
278D T F S H L S R L E GL VL KD SSL SWLNASMWTFU RS GLGNTLR
PpulOl (1533)
Nsil  (1533) HindIII (1579)
1501 AGTGCTGGACCTGAGTGAGAACTTCCTCTACAAATGCATCACTAAAACCAAGGCCTTCCAGGGCCTAACACAGCTGCGCAAGCTTAACCTGTCCTTCAAT
311 v L D L S E N F L Y K C I T K TKATF QGLTOQLI RIKTILNILSFN
1601 TACCAAAAGAGGGTGTCCTTTGCCCACCTGTCTCTGGCCCCTTCCTTCGGGAGCCTGGTCGCCCTGAAGGAGCTGGACATGCACGGCATCTTCTTCCGCT
345k Y Q K R V.S F A HL SLAPST FGSLVALIKTETLIDMHSGTI F F R
1701 CACTCGATGAGACCACGCTCCGGCCACTGGCCCGCCTGCCCATGCTCCAGACTCTGCGTCTGCAGATGAACTTCATCAACCAGGCCCAGCTCGGCATCTT
378#S L D E T T L R P L ARLPMULI QTL RLI QMNTFI NQAQL G I F
1801 CAGGGCCTTCCCTGGCCTGCGCTACGTGGACCTGTCGGACAACCGCATCAGCGGAGCTTCGGAGCTGACAGCCACCATGGGGGAGGCAGATGGAGGGGAG
411 R A F P G L R Y V DL S DNZ RI S GASELTATMGTEADTGGE
1901 AAGGTCTGGCTGCAGCCTGGGGACCTTGCTCCGGCCCCAGTGGACACTCCCAGCTCTGAAGACTTCAGGCCCAACTGCAGCACCCTCAACTTCACCTTGG
445" K V W L Q P G DLAPAPVIDTU®PSSEWDTFH RUPNT CSTULNTFTL
BstEII (2019)
2001 ATCTGTCACGGAACAACCTGGTGACCGTGCAGCCGGAGATGTTTGCCCAGCTCTCGCACCTGCAGTGCCTGCGCCTGAGCCACAACTGCATCTCGCAGGC
478D L S R NN L VT V QP EMTFAQL S HULI QT CLI I RLSHNTCI S QA
Agel (2128)
2101 AGTCAATGGCTCCCAGTTCCTGCCGCTGACCGGTCTGCAGGTGCTAGACCTGTCCCACAATAAGCTGGACCTCTACCACGAGCACTCATTCACGGAGCTA
511 v N G S Q F L P L T G L QVLDULSHNIKTILUDTULYHEWHST FTE'L
Sphl (2246)
2201 CCACGACTGGAGGCCCTGGACCTCAGCTACAACAGCCAGCCCTTTGGCATGCAGGGCGTGGGCCACAACTTCAGCTTCGTGGCTCACCTGCGCACCCTGC
545 P R L E A L DL SYNSQPTFGMOQGVGHNTFSTFVAHLR RTL
2301 GCCACCTCAGCCTGGCCCACAACAACATCCACAGCCAAGTGTCCCAGCAGCTCTGCAGTACGTCGCTGCGGGCCCTGGACTTCAGCGGCAATGCACTGGG
578 R H L S L A H NN T HS QVSQQLTCSTSULURALUDTFSU GNATWLG
Ndel (2401)
2401 CCATATGTGGGCCGAGGGAGACCTCTATCTGCACTTCTTCCAAGGCCTGAGCGGTTTGATCTGGCTGGACTTGTCCCAGAACCGCCTGCACACCCTCCTG
611 H M W A E G D L Y L HF F QGUL S GUL I WULUDULS QNI RILHTIL L
2501 CCCCAAACCCTGCGCAACCTCCCCAAGAGCCTACAGGTGCTGCGTCTCCGTGACAATTACCTGGCCTTCTTTAAGTGGTGGAGCCTCCACTTCCTGCCCA
645 P Q T L R N L P K S L Q VL RLIRDNYLATFTFIKWWS L HTFTILP
BspEI (2675)
2601 AACTGGAAGTCCTCGACCTGGCAGGAAACCAGCTGAAGGCCCTGACCAATGGCAGCCTGCCTGCTGGCACCCGGCTCCGGAGGCTGGATGTCAGCTGCAA
678K L E V L DL A GNAQLIKALTNGS SULUPAGTI RILI RRLDUWVSCN




2701 CAGCATCAGCTTCGTGGCCCCCGGCTTCTTTTCCAAGGCCAAGGAGCTGCGAGAGCTCAACCTTAGCGCCAACGCCCTCAAGACAGTGGACCACTCCTGG
711 S | S F VA P G F F S KA K E L RELNLSANATLTEKTVDHSW
2801 TTTGGGCCCCTGGCGAGTGCCCTGCAAATACTAGATGTAAGCGCCAACCCTCTGCACTGCGCCTGTGGGGCGGCCTTTATGGACTTCCTGCTGGAGGTGC
745 F 6 P L A S A LQI!l LDVSANTPTLUHTCACGAATFMDTFTLTLE V
2901 AGGCTGCCGTGCCCGGTCTGCCCAGCCGGGTGAAGTGTGGCAGTCCGGGCCAGCTCCAGGGCCTCAGCATCTTTGCACAGGACCTGCGCCTCTGCCTGGA
778 Q A AV P G L P SRV KT CGSUPGOQLIOQGLSI1 FAOQDTLT RTLTCTLTD
3001 TGAGGCCCTCTCCTGGGACTGTTTCGCCCTCTCGCTGCTGGCTGTGGCTCTGGGCCTGGGTGTGCCCATGCTGCATCACCTCTGTGGCTGGGACCTCTGG
811 E A L S WDO CTFALSTLTLAVALGLGVZPMLUHUHTLTE CGMWDL W
3101 TACTGCTTCCACCTGTGCCTGGCCTGGCTTCCCTGGCGGGGGCGGCAAAGTGGGCGAGATGAGGATGCCCTGCCCTACGATGCCTTCGTGGTCTTCGACA
845k Y C F H L C L A WLUPWRGRI QS GRUDTETUDATLZPYUDATFVVFD
BsrGI (3227)

3201 AAACGCAGAGCGCAGTGGCAGACTGGGTGTACAACGAGCTTCGGGGGCAGCTGGAGGAGTGCCGTGGGCGCTGGGCACTCCGCCTGTGCCTGGAGGAACG
878K T Q S AV A D W V Y N E L R G QL E E CRGRMWATLT RTLTCTLTETETR
Tth1111 (3388)

RsrII (3386)

3301 CGACTGGCTGCCTGGCAAAACCCTCTTTGAGAACCTGTGGGCCTCGGTCTATGGCAGCCGCAAGACGCTGTTTGTGCTGGCCCACACGGACCGGGTCAGT
911 D W L P G K T L F E N L WA S VY GSURIKTULTFVLAHTUDTR RVS

BssHII (3408)

3401 GGTCTCTTGCGCGCCAGCTTCCTGCTGGCCCAGCAGCGCCTGCTGGAGGACCGCAAGGACGTCGTGGTGCTGGTGATCCTGAGCCCTGACGGCCGCCGCT
945 G L L R A S F L LA QQRTLTULTEUDRIKTDVVVLVILSZPDSGTRTR
3501 CCCGCTACGTGCGGCTGCGCCAGCGCCTCTGCCGCCAGAGTGTCCTCCTCTGGCCCCACCAGCCCAGTGGTCAGCGCAGCTTCTGGGCCCAGCTGGGCAT
978¢*S R Y VR L R Q R L CR QS VLLWPUHO QPSS G QRS ST FMWAI QLGHM
SandI (3648) Nhel (3688)

3601 GGCCCTGACCAGGGACAACCACCACTTCTATAACCGGAACTTCTGCCAGGGACCCACGGCCGAATAGCCGTGAGCCGGAATCCTGCACGCTAGCTGGCCA
1011 A L T R D N H HF Y NR NTF CQGUPTATE o —
3701 GACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTG

Hpal (3826) Mfel (3837)
3801 TAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTA

EcoRI (3922)
3901 AAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATA
- -

4001 AGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGA

Sspl  (4161) Swal (4175)
4101 ACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAA

4201 ATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGA

4301 AATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTC

411 ¢ N R T Y K L P I L E E I T T K V L K G N M E
4401 AATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAG
11841 L VvV F ¢ D P A Y DS 1l L ERTCMSGT C®PSVVZ RI SRDVETDSY
4501 GGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGT
844P H R V A V | T D F DK QGNSVASGI A1l AEACVTVRG I Y
4601 AGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTC
514 A E I HV A S I I E GT K TR I A A GV HHIKNDTEYLMT I KE

BspHI (4750)
Xmnl (4742)
4701 AGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTA
184 T AV E V L E L DQQS I NFTIKM=-
Asel (4808)
4801 TGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCT TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGC
o

Spel (4963)
4901 CTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGG
-

SnaBI (5091)
5000 TGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGA

Ndel (5196)
5100 TGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCAT

5200 ATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATAC

Sdal (5374)  Pacl (5382) BspLU11I (5392)
5300 GTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATG
-

5398 TGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGAC

5498 GCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCT

5598 TACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAG




5698

5798

5898

5998

6098

6198
6298

ApaLI (5706)
CTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCAC

TGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAAC

AGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTT

TTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCAC

Pacl (6122) Swal (6131) NotI (6141)
GTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGT

GAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTC
TCTATCGAA
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