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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Pspl14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

NgoMI (441)

Nael (441)
401

Ncol (560)
BstEII (555)
KasI (535) Agel (552)
501 CTGAGATCACCGGTCACCAT GGAAAACATGTTCCTTCAGTCGTCAATGCTGACCTG
[ 1I* M ENM F L QS S ML TC
601 CATTTTCCTGCTAATATCTGGTTCCTGTGAGTTATGCGCCGAAGAAAATTTTTCTAGAAGCTATCCTTGTGATGAGAAAAAGCAAAATGACTCAGTTATT
13 | F L L I S G S CZELTCAETENTFS SR RSYUPCDTEIZKIKQNDS VI
Sall (716)
701 GCAGAGTGCAGCAATCGTCGACTACAGGAAGTTCCCCAAACGGTGGGCAAATATGTGACAGAACTAGACCTGTCTGATAATTTCATCACACACATAACGA
47m A E C S N R R L QE VPQTVGKY V TETULWDTULSUDNTFII THI T
BsrGI (858) Bst11071 (884)
801 ATGAATCATTTCAAGGGCTGCAAAATCTCACTAAAATAAATCTAAACCACAACCCCAATGTACAGCACCAGAACGGAAATCCCGGTATACAATCAAATGG
80N E S F Q G L Q NL T K 1T NL NUHNPNVQHAO QNSGNZPGI QS NG
901 CTTGAATATCACAGACGGGGCATTCCTCAACCTAAAAAACCTAAGGGAGTTACTGCTTGAAGACAACCAGTTACCCCAAATACCCTCTGGTTTGCCAGAG
113 L N I T D G A F L NL KNULW RETLULULEUDNI QLU®POQI P S G L P E
1001 TCTTTGACAGAACTTAGTCTAATTCAAAACAATATATACAACATAACTAAAGAGGGCATTTCAAGACTTATAAACTTGAAAAATCTCTATTTGGCCTGGA
147 S L T E L S L I Q NN 1T Y NI TKEGI SRUL I NLKNLYLAW
1101 ACTGCTATTTTAACAAAGTTTGCGAGAAAACTAACATAGAAGATGGAGTATTTGAAACGCTGACAAATTTGGAGTTGCTATCACTATCTTTCAATTCTCT
180N C Y F N K V C E K T N I E DGV F ETULTNWLTETLIULSLSTFNSIL
1201 TTCACATGTGCCACCCAAACTGCCAAGCTCCCTACGCAAACTTTTTCTGAGCAACACCCAGATCAAATACATTAGTGAAGAAGATTTCAAGGGATTGATA
213 S H VvV P P K L P S S LRIKWLTFULSNTWQI KY I SETETDTFIKG L I
1301 AATTTAACATTACTAGATTTAAGCGGGAACTGTCCGAGGTGCTTCAATGCCCCATTTCCATGCGTGCCTTGTGATGGTGGTGCTTCAATTAATATAGATC
247" N L T L L DL S GNZ CPWRTZ CTFNAPTFU®PTCVZPCDSGS GASTITI NI D
1401 GTTTTGCTTTTCAAAACTTGACCCAACTTCGATACCTAAACCTCTCTAGCACTTCCCTCAGGAAGATTAATGCTGCCTGGTTTAAAAATATGCCTCATCT
280PR F A F Q N L T Q L RY L NULSSTSULRIKI NAAWTFIKNMPHL
EcoRI (1516)
1501 GAAGGTGCTGGATCTTGAATTCAACTATTTAGTGGGAGAAATAGCCTCTGGGGCATTTTTAACGATGCTGCCCCGCTTAGAAATACTTGACTTGTCTTTT
313 K VL DL E F NY L V GE Il ASGATFLTML®PRILTETI L DL SF
1601 AACTATATAAAGGGGAGTTATCCACAGCATATTAATATTTCCAGAAACTTCTCTAAACTTTTGTCTCTACGGGCATTGCATTTAAGAGGTTATGTGTTCC
347k N Y | K G S Y P QH I N1 S RNTFSKULULSLIRALUHLIZ RGY VF
Clal (1786)
1701 AGGAACTCAGAGAAGATGATTTCCAGCCCCTGATGCAGCTTCCAAACTTATCGACTATCAACTTGGGTATTAATTTTATTAAGCAAATCGATTTCAAACT
380kQ E L R E DDF QP LMOQL®PNLSTI NULGI NTF Il KQI DF K L
1801 TTTCCAAAATTTCTCCAATCTGGAAATTATTTACTTGTCAGAAAACAGAATATCACCGTTGGTAAAAGATACCCGGCAGAGTTATGCAAATAGTTCCTCT
413 F Q N F S N L E I I Y L S ENRI SPLVIKDTH RIQSYANSS'S
BstBI (1953)
Bspl1191 (1953)
BspEI (1913) Asull (1953) Dralll (1991)
1901 TTTCAACGTCATATCCGGAAACGACGCTCAACAGATTTTGAGTTTGACCCACATTCGAACTTTTATCATTTCACCCGTCCTTTAATAAAGCCACAATGTG
447 F Q R H I R K R R S T D F E F DPHSNTFYHFTRU®PILI KUPQC
2001 CTGCTTATGGAAAAGCCTTAGATTTAAGCCTCAACAGTATTTTCTTCATTGGGCCAAACCAATTTGAAAATCTTCCTGACATTGCCTGTTTAAATCTGTC
480PA A Y G K A L DL S L NS 1T F F I GP N QFENLU®PDI ATCLNTLS
2101 TGCAAATAGCAATGCTCAAGTGTTAAGTGGAACTGAATTTTCAGCCATTCCTCATGTCAAATATTTGGATTTGACAAACAATAGACTAGACTTTGATAAT
513 A NS NA QV L S GTETFSAI PHVIKYLUDULTNNR RTLDTFDN
BglII (2238)
2201 GCTAGTGCTCTTACTGAATTGTCCGACTTGGAAGTTCTAGATCTCAGCTATAATTCACACTATTTCAGAATAGCAGGCGTAACACATCATCTAGAATTTA
547" A S A L T E L S DL EUVLDULSYNSUHY FRI A GV THHLEF
2301 TTCAAAATTTCACAAATCTAAAAGTTTTAAACTTGAGCCACAACAACATTTATACTTTAACAGATAAGTATAACCTGGAAAGCAAGTCCCTGGTAGAATT
5801 Q N F T N L K VL NL S HNN NI Y TL TDJ KYNLTESIKS L VEL
2401 AGTTTTCAGTGGCAATCGCCTTGACATTTTGTGGAATGATGATGACAACAGGTATATCTCCATTTTCAAAGGTCTCAAGAATCTGACACGTCTGGATTTA
613 V F S G N R L DI L WNUDUDU DN RY 1l S 1 F KOGULIKNLTRILDL
2501 TCCCTTAATAGGCTCAAGCACATCCCAAATGAAGCATTCCTTAATTTGCCAGCGAGTCTCACTGAACTACATATAAATGATAATATGTTAAAGTTTTTTA
647 S L N R L K H1l P NEA F L NLUWPASLTETLUHI NDNMTL K F F
XholI (2629)
2601 ACTGGACATTACTCCAGCAGTTTCCTCGTCTCGAGTTGCTTGACTTACGTGGAAACAAACTACTCTTTTTAACTGATAGCCTATCTGACTTTACATCTTC
680N W T L L Q Q F P R L E L L DLW RS GNIKILULT FULTDS SULSODTFTS S
2701 CCTTCGGACACTGCTGCTGAGTCATAACAGGATTTCCCACCTACCCTCTGGCTTTCTTTCTGAAGTCAGTAGTCTGAAGCACCTCGATTTAAGTTCCAAT
713 L R T L L L SHNRI SHULUPSGTFULSEUVSSLIKWHLTUDTLS SN




2801 CTGCTAAAAACAATAAACAAATCCGCACTTGAAACTAAGACCACCACCAAATTATCTATGTTGGAACTACACGGAAACCCCTTTGAATGCACCTGTGACA
747 L L K T I N K S A L E T K TTTIKULSMULTETLU HGNTPTFTETCTTCTD
BsiBI (2923)
BsaBI (2923)
2901 TTGGAGATTTCCGAAGATGGATGGATGAACATCTGAATGTCAAAATTCCCAGACTGGTAGATGTCATTTGTGCCAGTCCTGGGGATCAAAGAGGGAAGAG
7801 G D F R R WM DEHTLNVIKI PRLVDVI CASZPGDTI QR RTGK S
Pstl (3041) Neol (3080)

3001 TATTGTGAGTCTGGAGCTAACAACTTGTGTTTCAGATGTCACTGCAGTGATATTATTTTTCTTCACGTTCTTTATCACCACCATGGTTATGTTGGCTGCC
813 | v S L E L T T CVSDVTAVILFTFFTFFI TTMVMLAA
3101 CTGGCTCACCATTTGTTTTACTGGGATGTTTGGTTTATATATAATGTGTGTTTAGCTAAGGTAAAAGGCTACAGGTCTCTTTCCACATCCCAAACTTTCT
847 L A H H L F Y WDVWTF 1l YNVC CLAIKVYVYZ KTGYZ RSTULSTSAOQTTF

Psp14061 (3295)
3201 ATGATGCTTACATTTCTTATGACACCAAAGATGCCTCTGTTACTGACTGGGTGATAAATGAGCTGCGCTACCACCTTGAAGAGAGCCGAGACAAAAACGT
880FY D A Y | S Y DT K DA S V TDWV I NETLT RYUHLTETES ST RTDIKNYV
Xmal (3330)
Smal (3330)
SandI (3326) Mscl (3338)
EcoO1091 (3326) Ball (3338)
3301 TCTCCTTTGTCTAGAGGAGAGGGATTGGGACCCGGGATTGGCCATCATCGACAACCTCATGCAGAGCATCAACCAAAGCAAGAAAACAGTATTTGTTTTA
913 L L C L E E R DWD P G LA T I DNULM®QSI NQSIKIKTVF VL
3401 ACCAAAAAATATGCAAAAAGCTGGAACTTTAAAACAGCTTTTTACTTGGCTTTGCAGAGGCTAATGGATGAGAACATGGATGTGATTATATTTATCCTGC
947F T K K Y A K S W N F K T A F Y LALU QRTLMUDENMMDUVI I F I L
3501 TGGAGCCAGTGTTACAGCATTCTCAGTATTTGAGGCTACGGCAGCGGATCTGTAAGAGCTCCATCCTCCAGTGGCCTGACAACCCGAAGGCAGAAGGCTT
980kL E P V L Q H S Q Y LR LU R QR I CKJS ST LQWPUDNTPIKATEGI'L
3601 GTTTTGGCAAACTCTGAGAAATGTGGTCTTGACTGAAAATGATTCACGGTATAACAATATGTATGTCGATTCCATTAAGCAATACTAACTGACGTTAAGT
1013 F W Q T L R NV VL T E NDSRY NNMY VDS I K QY e
Msel (3709)
Ball (3709)
Nhel (3703)
3701 CATGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATG

Hpal (3841) Mfel (3852)
3801 CTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGT

EcoRI (3937)
3901 TTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTT
L e

4001 TCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTAT

Swal (4190)
4101 TTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATAC

EcoO1091 (4251)
4201 ATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAA

4301 GGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAG
4414 ¢ N R T Y K L P I L E E I T T K V L
BstXI (4480)

4401 CTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCC
1234 K G NM E I L VF CDPAYUDS1LETZ RTCMSGT CPSVVZRI1I SRTD
4501 ACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAG

894V E D S Y P HR VA V I T DFDJ KU QGNSVASGI A Il AEATCVT
Stul (4615)
Ecold7I (4615)
4601 TGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAG
sed V R G I Y A E I HV A S I | EGTIKTR I AAGVHHIKNDE YL
BspHI (4765)
4701 CATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATAC
234 M T I K E T AV EVLETLUDGI QQS I NTFTIKM-
4801 TATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGAC
-

Spel (4978)
4900 CTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCC
-

4999 ATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCG

SnaBI (5106)
Ecol051I (5106)
5099 ATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAG

Ndel (5211)
5199 GGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGT

Pstl (5390)
Sdal (5389)
5299 TACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAG




5397

5496

5596

5696

5796

5896

5996

6096

6195
6295

Pacl (5397)
G TT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGA
e

GCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCT

GTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGT

ApaLI (5721)
AGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAG

ACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTAC

GGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCG

CTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCA

Eagl (6157)
Pacl (6137) Swal (6146)  Notl (6156)
GTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTG

TGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTG
CAGGTGCCAGAACATTTCTCTATCGAA
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