ApaLI (5101)

BspLUIL1I (4787)
Pacl (4777)
Sdal (4769)

Ndel (4591)

SnaBI (4486)

Spel (4358)

Sacl (4260)

Asel (4203)

BspHI (4145)
Xmnl (4137)

Stul (3995)

BstXI (3860)
Sacl (3831)

Eco01091 (3631)
Swal (3570)

EcoRI (3317)
Hpal (3221)

hCMV prom
EM7

BsrS2

Sgfl  (6)

Pvul (7) pop14061 (203)
Pvull (239)

HindIII (245)

Bsu36l (291)

Nael (441)
hEF1-HTLV prom

NgoMIV (441)
hTLR4 (CD284) isoform 1

Eagl (5537)
Notl (5536)
Swal (5526)
Pacl (5517)\\

Kasl (535)
Agel (552)
BspHI (561)
Ncol (603)
Nsil (679)
PpulOl (679)
BstXI (729)
Bsu36l (757)

pMBI ori

Eco01091 (1395)
EcoRI (1421)

pUNO1-hTLR4a

(5701 bp)

-Hpal (1574)

Bglll (1696)

Bglll (1774)

(h) Bglobin p(A)

EcoRV (2030)

SV40 p(A)

SphI (2412)

Mscl (3089)
Nhel (3083)

Tth1111 (2957)

Msel (2709)

4 InvivoGen



Pvul (7)
Sgfl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
Nael (441)
401

Kasl (535) Agel (552) BspHI (561)
501 CTGAGATCACCGGTCCATCATGATGTCTGCCTCGCGCCTGGCTGGGACTCTGATCC
- 1IPM M S A S R LAGT L I
Ppul0l (679)
Ncol (603) Nsil (679)

601 CAGCCATGGCCTTCCTCTCCTGCGTGAGACCCGAAAGCTGGGAGCCCTGCGTGGAGGTGGTTCCTAATATTACTTATCAATGCATGGAGCTGAATTTCTA

13 P AMA F L S CVURPESWEZ®PTCVEVVPNITYQCMETLNTFY

BstXI (729) Bsu36l (757)

701 CAAAATCCCCGACAACCTCCCCTTCTCAACCAAGAACCTGGACCTGAGCTTTAATCCCCTGAGGCATTTAGGCAGCTATAGCTTCTTCAGTTTCCCAGAA
46 K | P D N L P F S T KNULUDULSFNUPULI RUHLTGSY SF F S F P E
801 CTGCAGGTGCTGGATTTATCCAGGTGTGAAATCCAGACAATTGAAGATGGGGCATATCAGAGCCTAAGCCACCTCTCTACCTTAATATTGACAGGAAACC
8¢ L Q VL DL SR CEI QT1!1 EDGAYQSULSHLSTL I L TGN
901 CCATCCAGAGTTTAGCCCTGGGAGCCTTTTCTGGACTATCAAGTTTACAGAAGCTGGTGGCTGTGGAGACAAATCTAGCATCTCTAGAGAACTTCCCCAT

113 P | Q S L AL GA F S GL S SLQKULVAVETNLASTILTENTFU®P
1001 TGGACATCTCAAAACTTTGAAAGAACTTAATGTGGCTCACAATCTTATCCAATCTTTCAAATTACCTGAGTATTTTTCTAATCTGACCAATCTAGAGCAC
146 G H L K T L K E L NV A HNUL 11 QS F KLPEYTFSNLTNTLE H
1101 TTGGACCTTTCCAGCAACAAGATTCAAAGTATTTATTGCACAGACTTGCGGGTTCTACATCAAATGCCCCTACTCAATCTCTCTTTAGACCTGTCCCTGA
180 L D L S S N K I Q S 1 Y C T DL RV LHQMZ®PILILNLSTULTUDTLS.L
1201 ACCCTATGAACTTTATCCAACCAGGTGCATTTAAAGAAATTAGGCTTCATAAGCTGACTTTAAGAAATAATTTTGATAGTTTAAATGTAATGAAAACTTG
213N P M N F | Q P G A F K E I R L HKULTLU RNNTFIDSLNVMIKTSTC

Eco01091 (1395)
1301 TATTCAAGGTCTGGCTGGTTTAGAAGTCCATCGTTTGGTTCTGGGAGAATTTAGAAATGAAGGAAACTTGGAAAAGTTTGACAAATCTGCTCTAGAGGGC
246 1 Q G L A G L E VHRULVLGETFI RNTEGNTLTEIZ KTFDIKSATLE G
EcoRI (1421)
1401 CTGTGCAATTTGACCATTGAAGAATTCCGATTAGCATACTTAGACTACTACCTCGATGATATTATTGACTTATTTAATTGTTTGACAAATGTTTCTTCAT
280 L C N L T I E E F R LAY LDYYLlLDDTI I DLFNTZ CLTNWVS'S
Hpal (1574)
1501 TTTCCCTGGTGAGTGTGACTATTGAAAGGGTAAAAGACTTTTCTTATAATTTCGGATGGCAACATTTAGAATTAGTTAACTGTAAATTTGGACAGTTTCC
313 F S L V. S V. T | E R V KD F S Y NF GWOQHULETLVNT CIKTFGQTFP
BgllI (1696)
1601 CACATTGAAACTCAAATCTCTCAAAAGGCTTACTTTCACTTCCAACAAAGGTGGGAATGCTTTTTCAGAAGTTGATCTACCAAGCCTTGAGTTTCTAGAT
346 T L K L K S L K R L TFTSNIKU GG GNATFSEUVDTLU®PSILTETFTLTD
Bglll (1774)

1701 CTCAGTAGAAATGGCTTGAGTTTCAAAGGTTGCTGTTCTCAAAGTGATTTTGGGACAACCAGCCTAAAGTATTTAGATCTGAGCTTCAATGGTGTTATTA
380 L S R NG L S F K G COCSQSDFGTTSULIKYULUDLSTFNGVI

1801 CCATGAGTTCAAACTTCTTGGGCTTAGAACAACTAGAACATCTGGATTTCCAGCATTCCAATTTGAAACAAATGAGTGAGTTTTCAGTATTCCTATCACT
413*T M S S N F L G L E QL EHLDTF QHS SNLI KA QMSETF SV F L S L
1901 CAGAAACCTCATTTACCTTGACATTTCTCATACTCACACCAGAGTTGCTTTCAATGGCATCTTCAATGGCTTGTCCAGTCTCGAAGTCTTGAAAATGGCT
446 R N L I Y L DI S HTHTIRVATFNGI F NGL S SLEVLIKWMA

EcoRV (2030)

2001 GGCAATTCTTTCCAGGAAAACTTCCTTCCAGATATCTTCACAGAGCTGAGAAACTTGACCTTCCTGGACCTCTCTCAGTGTCAACTGGAGCAGTTGTCTC
480 G N S F Q E N F L P DI F TEL RNLTTEFULUDILSQCOQLTEUOQL S
2101 CAACAGCATTTAACTCACTCTCCAGTCTTCAGGTACTAAATATGAGCCACAACAACTTCTTTTCATTGGATACGTTTCCTTATAAGTGTCTGAACTCCCT
513 P T A F NS L S S L QVLNMSUHNNTEFTEFSLUDTTEFPYKTCTLNS'IL
2201 CCAGGTTCTTGATTACAGTCTCAATCACATAATGACTTCCAAAAAACAGGAACTACAGCATTTTCCAAGTAGTCTAGCTTTCTTAAATCTTACTCAGAAT
S46 Q V L DY S L NH I M T S K K QEULI QHTFU®PSSLATFTLNLTAOQN
2301 GACTTTGCTTGTACTTGTGAACACCAGAGTTTCCTGCAATGGATCAAGGACCAGAGGCAGCTCTTGGTGGAAGTTGAACGAATGGAATGTGCGACACCTT
580 D F A C T CE H QS F L QWI KDOQURI QLULVEVET RMMETCATSF®P

Sphl (2412)
2401 CAGATAAGCAGGGCATGCCTGTGCTGAGTTTGAATATCACCTGTCAGATGAATAAGACCATCATTGGTGTGTCGGTCCTCAGTGTGCTTGTAGTATCTGT
613*S D K Q G M P VL S L NI1T TCQMNIKTI I GV S VL SVLVVS YV
2501 TGTAGCAGTTCTGGTCTATAAGTTCTATTTTCACCTGATGCTTCTTGCTGGCTGCATAAAGTATGGTAGAGGTGAAAACATCTATGATGCCTTTGTTATC
646 V A V L VY K F Y F HLMULILAGT CI KY GRGENIYDATFE VI
2601 TACTCAAGCCAGGATGAGGACTGGGTAAGGAATGAGCTAGTAAAGAATTTAGAAGAAGGGGTGCCTCCATTTCAGCTCTGCCTTCACTACAGAGACTTTA
680 Y S S Q D E DWVU RNETILVKNILTETESGVZPPTFQLTCLHYRDTF
Mscl (2709)

2701 TTCCCGGTGTGGCCATTGCTGCCAACATCATCCATGAAGGTTTCCATAAAAGCCGAAAGGTGATTGTTGTGGTGTCCCAGCACTTCATCCAGAGCCGCTG
7131 P G VA I A AN 1l I HE GFHIKSIRIKV I VVVS QHTF 1T QSR W




2801 GTGTATCTTTGAATATGAGATTGCTCAGACCTGGCAGTTTCTGAGCAGTCGTGCTGGTATCATCTTCATTGTCCTGCAGAAGGTGGAGAAGACCCTGCTC
746 C | F E Y E I A Q T WQF LSS RAGI I F I VL QK VEIKTTLL
Tth111I (2957)
2901 AGGCAGCAGGTGGAGCTGTACCGCCTTCTCAGCAGGAACACTTACCTGGAGTGGGAGGACAGTGTCCTGGGGCGGCACATCTTCTGGAGACGACTCAGAA
789 R Q Q V E L Y R L L SRNTYLEWTEUDS SVLGRUHI F WRI RILR
Mscl (3089)
Nhel (3083)
3001 AAGCCCTGCTGGATGGTAAATCATGGAATCCAGAAGGAACAGTGGGTACAGGATGCAATTGGCAGGAAGCAACATCTATCTGAGCTAGCTGGCCAGACAT
813K A L L D G K S WNWUPEGTVGTGT CNMWQEATS | e _—
3101 GATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACC

Hpal (3221)
3201 ATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACC

EcoRI (3317)
3301 TCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCA
[ -

3401 TAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAG

Swal (3570)
3501 CTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAA

Eco01091 (3631)
3601 TGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTG

3701 GACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGA

+494 ¢« N R T Y K L P I L E E I T T K V L K GNWME I L

Sacl (3831) BstXI (3860)
3801 GCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTG
1164 V F C D P A Y DS I L ERCMGT CTPSVVRI SRDVETDTSTYPH

Stul (3995)

3901 CCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCC

834 R VA VI T DF DI KO QGNSVASGI AI AEACVTVR RGI YA
4001 TCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGG

499E | H V A S | | E G T K TR I A A GV HHIKNDTETVYLMT I KETA

BspHI (4145)
Xmnl (4137)

4101 CGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCG

164 V E V L E L D QQ S I NF T K M-
Asel (4203) Sacl (4260)
4201 ATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTAC
-t

Spel (4358)
4300 CGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGA
e

SnaBI (4486)
4399 GACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTA

Ndel (4591)
4499 CTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGA

4599 TACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCA

Sdal (4769)Pacl (4777) BspLU11I (4787)
4699 TTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAG
-

4797 CAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTC

4897 AAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACC

4997 GGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGG

ApaLI (5101)
5097 GCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGC

5197 AGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTA

5297 TTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTG

5397 TTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTA

Eagl (5537)
Pacl (5517) Swal (5526)  NotI (5536)
5497 AGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAAT

5597 CGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTA
5697 TCGAA
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