Pvul (7)

Sefl (6)
RELE a3
Swal ((5 122)) HindIII (245)
Pacl (5113) \\ Bsu36I (291)
NgoMIV (441)
/ Agel (552)
BspHI (561)
ApaLlI (4697) Neol (603)
pa {
hEF1-HTLV prom NSI;IS t()gZ?%Z 0
i 57)
BspLUI1I (4383) PMBI ori B ldds
Pacl (4373)
Pstl (4366)
Sdal (4365)

hTLR4a-TIRless::HA3x

Ndel (4187)

SnaBI (4082)

pUNO1-hTLR4a-DN-HA3x

Spel (3954)
hCMY prom (5297 bp) Eco01091 (1395)

Sacl (3856) . EcoRI (1421)
Asel (3799)
BspHI (3741)

Bbsl (3737) Hpal (1574)

Xmnl (3733)

Stul (3591) BelIl (1696)
Belll (1774)
BstXI (3456)
Sacl (3427) (h) Bglobin p(A)
SV40 p(A
Eco01091 (3227) P(A) EcoRV (2030)
Swal (3166) Bbsl (2124)
Sapl (3095)
EcoRI (2913) — BstAPI (2407)

125 Hpal (2817) Sphl (2412)

— Mscl (2685) BamHI (2582)
Nhel (2679)  Ndel (2622)
“
% 1 :
7 InvivoGen

18J25v03



Pvul (7)
Sgfl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp1406I (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Agel (552) BspHI (561)
501 CTGAGATCACCGGTCCATCATGATGTCTGCCTCGCGCCTGGCTGGGACTCTGATCC
> I*M S A S R LAGT L I
Ncol (603) Nsil (679)
601 CAGCCATGGCCTTCCTCTCCTGCGTGAGACCCGAAAGCTGGGAGCCCTGCGTGGAGGTGGTTCCTAATATTACTTATCAATGCATGGAGCTGAATTTCTA
2P AMA FLSCVU RZPES SWTETPCVEVVPNITYQCMTETLNFY
BstXI (729) Bsu36l1 (757)
701 CAAAATCCCCGACAACCTCCCCTTCTCAACCAAGAACCTGGACCTGAGCTTTAATCCCCTGAGGCATTTAGGCAGCTATAGCTTCTTCAGTTTCCCAGAA
45 K | P DN L P F STKNULDTLTSTENT PLU RHTLGSYSTFTFSTFTZPTE
Pstl (800)

801 CTGCAGGTGCTGGATTTATCCAGGTGTGAAATCCAGACAATTGAAGATGGGGCATATCAGAGCCTAAGCCACCTCTCTACCTTAATATTGACAGGAAACC
79¢ L QV LDLSU RCTETIQT I EDGAYO QS STL SHTLSTTLTILTGN
901 CCATCCAGAGTTTAGCCCTGGGAGCCTTTTCTGGACTATCAAGTTTACAGAAGCTGGTGGCTGTGGAGACAAATCTAGCATCTCTAGAGAACTTCCCCAT
112kP I Q S L A L G A F SGLSSLQKTLVAVETNTILATSTLTENTFEP I
1001 TGGACATCTCAAAACTTTGAAAGAACTTAATGTGGCTCACAATCTTATCCAATCTTTCAAATTACCTGAGTATTTTTCTAATCTGACCAATCTAGAGCAC
145 G H L K T L K ELNVAHNTIL I QS FKULTPETYT FSNTLTNTLEH
1101 TTGGACCTTTCCAGCAACAAGATTCAAAGTATTTATTGCACAGACTTGCGGGTTCTACATCAAATGCCCCTACTCAATCTCTCTTTAGACCTGTCCCTGA
1779* L D L S S N K I Q@ S I ' Y C T D LRV LHQMZPTLLNTILTSTLDTLS'L
1201 ACCCTATGAACTTTATCCAACCAGGTGCATTTAAAGAAATTAGGCTTCATAAGCTGACTTTAAGAAATAATTTTGATAGTTTAAATGTAATGAAAACTTG
22PN P M N F I Q PG A F K E I R LHKTLTTULRNNTFEFDSLNVMEKTC

Eco01091 (1395)
1301 TATTCAAGGTCTGGCTGGTTTAGAAGTCCATCGTTTGGTTCTGGGAGAATTTAGAAATGAAGGAAACTTGGAAAAGTTTGACAAATCTGCTCTAGAGGGC
245 | Q G L A G L EV HURILV LGTETFT RNTEGNTLTETZKTFDTIKSATLTESG
EcoRI (1421)
1401 CTGTGCAATTTGACCATTGAAGAATTCCGATTAGCATACTTAGACTACTACCTCGATGATATTATTGACTTATTTAATTGTTTGACAAATGTTTCTTCAT
279 L C N L T | E E F R LAY LDYJYTLDD I IDLFNTCTLTNVSS
Hpal (1574)
1501 TTTCCCTGGTGAGTGTGACTATTGAAAGGGTAAAAGACTTTTCTTATAATTTCGGATGGCAACATTTAGAATTAGTTAACTGTAAATTTGGACAGTTTCC
332F S LV SV T I ERV KDTFSYNTFGWAOQHTILETLVNT CTKTFG® QTFP
BellI (1696)
1601 CACATTGAAACTCAAATCTCTCAAAAGGCTTACTTTCACTTCCAACAAAGGTGGGAATGCTTTTTCAGAAGTTGATCTACCAAGCCTTGAGTTTCTAGAT
345 T L K L K S LK R LT FTSNIKGGNATFSTEVDTLTPSTLTETFTLTD
Bglll (1774)
1701 CTCAGTAGAAATGGCTTGAGTTTCAAAGGTTGCTGTTCTCAAAGTGATTTTGGGACAACCAGCCTAAAGTATTTAGATCTGAGCTTCAATGGTGTTATTA
39 L S RN G L S FK GCC SQSDTFGTTSLEKYTLDTLSTFEFNGV I
1801 CCATGAGTTCAAACTTCTTGGGCTTAGAACAACTAGAACATCTGGATTTCCAGCATTCCAATTTGAAACAAATGAGTGAGTTTTCAGTATTCCTATCACT
42T M S S N F L G L EQ L EH LD FQHSNTLIKAO QM STETFSV FLSL
1901 CAGAAACCTCATTTACCTTGACATTTCTCATACTCACACCAGAGTTGCTTTCAATGGCATCTTCAATGGCTTGTCCAGTCTCGAAGTCTTGAAAATGGCT
445 R N L | Y LD I SHTHTR RVATFEFNSG I FNGTLSTSLEVTLTEKHMA
EcoRV (2030)
2001 GGCAATTCTTTCCAGGAAAACTTCCTTCCAGATATCTTCACAGAGCTGAGAAACTTGACCTTCCTGGACCTCTCTCAGTGTCAACTGGAGCAGTTGTCTC
479 G N S F Q EN F L PD I FTEL RNTULTT FLDTLSQCOQTLTEQ QLS
BbsI (2124)

2101 CAACAGCATTTAACTCACTCTCCAGTCTTCAGGTACTAAATATGAGCCACAACAACTTCTTTTCATTGGATACGTTTCCTTATAAGTGTCTGAACTCCCT
52P T A FN S LS SLQVLNMSHNNTETFSLDTT FZPYZ KT CTLNSIL
2201 CCAGGTTCTTGATTACAGTCTCAATCACATAATGACTTCCAAAAAACAGGAACTACAGCATTTTCCAAGTAGTCTAGCTTTCTTAAATCTTACTCAGAAT
5454 Q V L D Y S LNWH I'MT SKIKGOQETLOQHTETPSSILATFTLNTLTA QN
2301 GACTTTGCTTGTACTTGTGAACACCAGAGTTTCCTGCAATGGATCAAGGACCAGAGGCAGCTCTTGGTGGAAGTTGAACGAATGGAATGTGCGACACCTT
59 D F A C T C EHQ S F LQW I KDG QU RQLTLVTEVETRMETCAT@P




SphlI (2412)
BstAPI (2407)
2401 CAGATAAGCAGGGCATGCCTGTGCTGAGTTTGAATATCACCTGTCAGATGAATAAGACCATCATTGGTGTGTCGGTCCTCAGTGTGCTTGTAGTATCTGT
612kS D K Q G M PV L S LN I TCQMNIKT I I GV SV L SV LVV SV
BamHI (2582)
2501 TGTAGCAGTTCTGGTCTATAAGTTCTATTTTCACCTGATGCTTCTTGCTGGCTGCATAAAGTATGGTAGAGGTGAAAACATCGGATCCTATCCCTATGAT
645 V AV L V Y K F Y FH LMLULAGTC I K YGRGENITGSY P YD
Mscl (2685)
Ndel (2622) Nhel (2679)
2601 GTGCCAGACTATGCTGGCTATCCATATGATGTTCCTGATTATGCTGGATACCCTTATGATGTGCCAGACTATGCCTAAAGCTAGCTGGCCAGACATGATA
679 V. P D Y A G Y P YDV PDYAGY P YDV P D Y A e _—
2701 AGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTA

Hpal (2817)
2801 TAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTA

EcoRI (2913)
2901 CAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGG
EE— . -

Sapl (3095)
3001 CATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCT

Swal (3166)
3101 TCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTT

Eco01091 (3227)
3201 TTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACA

3301 GCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCAC
4414 ¢ N R T Y K L P I L E E I T T KV L K GNME | L V
Sacl (3427) BstXT (3456)
3401 AAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTG
1154 F ¢ D P A Y D S | L E RCMGCUPSVV R 1 SRDVEDSYPHR
Stul (3591)
3501 ACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAA
814v A VvV | T D FDKQGNSVASG I A I A EACV TV RG I Y A E I
3601 TGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGAC
484 H V A S | | E G T K T R I A°NAGV HHIKNUDEY LMT I K ETAV
BspHI (3741)
Bbsl (3737)
Xmnl (3733) Asel (3799)
3701 CTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGA
154 EV L E LDQQS I N FTK M-

Sacl (3856)
3801 TTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCC
-

Spel (3954)
3901 ATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTG
-

SnaBI (4082)
4001 GAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCA

Ndel (4187)
4101 AGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACT

4201 TGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTG

Pacl (4373)
Pstl (4366)
Sdal (4365) BspLUI11I (4383)
4301 ACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGC
-

4401 CAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGA

4501 GGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCT




4601

4701

4801

4901

5001

5101

5201

ApaLlI (4697)
GTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTG

CACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCA

CTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTAT

CTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAG

CAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTT

Eagl (5133)
Pacl (5113) Swal (5122) Notl (5132)
TGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTA

ACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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