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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGATGTATGCGTCCGTCTTGCCCTGTGGCTCCTCTG

GGGACTCCTCCTGCACCAGGGCCAGAGCCTCAGCCATAGTCACAGTGAGAAGGCGACAGGAACCAGCTCGGGGGCCAACTCTGAGGAGTCCACTGCAGCA

GAGTTTTGCCGAATTGACAAGCCCCTGTGTCACAGTGAGGATGAGAAACTCAGCTTCGAGGCAGTCCGTAACATCCACAAACTGATGGACGATGATGCCA

ATGGTGATGTGGATGTGGAAGAAAGTGATGAGTTCCTGAGGGAAGACCTCAATTACCATGACCCAACAGTGAAACACAGCACCTTCCATGGTGAGGATAA

GCTCATCAGCGTGGAGGACCTGTGGAAGGCATGGAAGTCATCAGAAGTATACAATTGGACCGTGGATGAGGTGGTACAGTGGCTGATCACATATGTGGAG

CTGCCTCAGTATGAGGAGACCTTCCGGAAGCTGCAGCTCAGTGGCCATGCCATGCCAAGGCTGGCTGTCACCAACACCACCATGACAGGGACTGTGCTGA

AGATGACAGACCGGAGTCATCGGCAGAAGCTGCAGCTGAAGGCTCTGGATACAGTGCTCTTTGGGCCTCCTCTCTTGACTCGCCATAATCACCTCAAGGA

CTTCATGCTGGTGGTGTCTATCGTTATTGGTGTGGGCGGCTGCTGGTTTGCCTATATCCAGAACCGTTACTCCAAGGAGCACATGAAGAAGATGATGAAG

GACTTGGAGGGGTTACACCGAGCTGAGCAGAGTCTGCATGACCTTCAGGAAAGGCTGCACAAGGCCCAGGAGGAGCACCGCACAGTGGAGGTGGAGAAGG

TCCATCTGGAAAAGAAGCTGCGCGATGAGATCAACCTTGCTAAGCAGGAAGCCCAGCGGCTGAAGGAGCTGCGGGAGGGTACTGAGAATGAGCGGAGCCG

CCAAAAATATGCTGAGGAGGAGTTGGAGCAGGTTCGGGAGGCCTTGAGGAAAGCAGAGAAGGAGCTAGAATCTCACAGCTCATGGTATGCTCCAGAGGCC

CTTCAGAAGTGGCTGCAGCTGACACATGAGGTGGAGGTGCAGTATTACAACATCAAGAAGCAAAATGCTGAGAAGCAGCTGCTGGTGGCCAAGGAGGGGG

CTGAGAAGATAAAAAAGAAGAGAAACACACTCTTTGGCACCTTCCACGTGGCCCACAGCTCTTCCCTGGATGATGTAGATCATAAAATTCTAACAGCTAA

GCAAGCACTGAGCGAGGTGACAGCAGCATTGCGGGAGCGCCTGCACCGCTGGCAACAGATCGAGATCCTCTGTGGCTTCCAGATTGTCAACAACCCTGGC

ATCCACTCACTGGTGGCTGCCCTCAACATAGACCCCAGCTGGATGGGCAGTACACGCCCCAACCCTGCTCACTTCATCATGACTGACGACGTGGATGACA

TGGATGAGGAGATTGTGTCTCCCTTGTCCATGCAGTCCCCTAGCCTGCAGAGCAGTGTTCGGCAGCGCCTGACGGAGCCACAGCATGGCCTGGGATCTCA

GAGGGATTTGACCCATTCCGATTCGGAGTCCTCCCTCCACATGAGTGACCGCCAGCGTGTGGCCCCCAAACCTCCTCAGATGAGCCGTGCTGCAGACGAG

GCTCTCAATGCCATGACTTCCAATGGCAGCCACCGGCTGATCGAGGGGGTCCACCCAGGGTCTCTGGTGGAGAAACTGCCTGACAGCCCTGCCCTGGCCA

AGAAGGCATTACTGGCGCTGAACCATGGGCTGGACAAGGCCCACAGCCTGATGGAGCTGAGCCCCTCAGCCCCACCTGGTGGCTCTCCACATTTGGATTC

TTCCCGTTCTCACAGCCCCAGCTCCCCAGACCCAGACACACCATCTCCAGTTGGGGACAGCCGAGCCCTGCAAGCCAGCCGAAACACACGCATTCCCCAC

CTGGCTGGCAAGAAGGCTGTGGCTGAGGAGGATAATGGCTCTATTGGCGAGGAAACAGACTCCAGCCCAGGCCGGAAGAAGTTTCCCCTCAAAATCTTTA

 M   D   V   C   V   R   L   A   L   W   L   L   W

  G   L   L   L   H   Q   G   Q   S   L   S   H   S   H   S   E   K   A   T   G   T   S   S   G   A   N   S   E   E   S   T   A   A  

 E   F   C   R   I   D   K   P   L   C   H   S   E   D   E   K   L   S   F   E   A   V   R   N   I   H   K   L   M   D   D   D   A   

N   G   D   V   D   V   E   E   S   D   E   F   L   R   E   D   L   N   Y   H   D   P   T   V   K   H   S   T   F   H   G   E   D   K

  L   I   S   V   E   D   L   W   K   A   W   K   S   S   E   V   Y   N   W   T   V   D   E   V   V   Q   W   L   I   T   Y   V   E  

 L   P   Q   Y   E   E   T   F   R   K   L   Q   L   S   G   H   A   M   P   R   L   A   V   T   N   T   T   M   T   G   T   V   L   

K   M   T   D   R   S   H   R   Q   K   L   Q   L   K   A   L   D   T   V   L   F   G   P   P   L   L   T   R   H   N   H   L   K   D

  F   M   L   V   V   S   I   V   I   G   V   G   G   C   W   F   A   Y   I   Q   N   R   Y   S   K   E   H   M   K   K   M   M   K  

 D   L   E   G   L   H   R   A   E   Q   S   L   H   D   L   Q   E   R   L   H   K   A   Q   E   E   H   R   T   V   E   V   E   K   

V   H   L   E   K   K   L   R   D   E   I   N   L   A   K   Q   E   A   Q   R   L   K   E   L   R   E   G   T   E   N   E   R   S   R

  Q   K   Y   A   E   E   E   L   E   Q   V   R   E   A   L   R   K   A   E   K   E   L   E   S   H   S   S   W   Y   A   P   E   A  

 L   Q   K   W   L   Q   L   T   H   E   V   E   V   Q   Y   Y   N   I   K   K   Q   N   A   E   K   Q   L   L   V   A   K   E   G   

A   E   K   I   K   K   K   R   N   T   L   F   G   T   F   H   V   A   H   S   S   S   L   D   D   V   D   H   K   I   L   T   A   K

  Q   A   L   S   E   V   T   A   A   L   R   E   R   L   H   R   W   Q   Q   I   E   I   L   C   G   F   Q   I   V   N   N   P   G  

 I   H   S   L   V   A   A   L   N   I   D   P   S   W   M   G   S   T   R   P   N   P   A   H   F   I   M   T   D   D   V   D   D   

M   D   E   E   I   V   S   P   L   S   M   Q   S   P   S   L   Q   S   S   V   R   Q   R   L   T   E   P   Q   H   G   L   G   S   Q

  R   D   L   T   H   S   D   S   E   S   S   L   H   M   S   D   R   Q   R   V   A   P   K   P   P   Q   M   S   R   A   A   D   E  

 A   L   N   A   M   T   S   N   G   S   H   R   L   I   E   G   V   H   P   G   S   L   V   E   K   L   P   D   S   P   A   L   A   

K   K   A   L   L   A   L   N   H   G   L   D   K   A   H   S   L   M   E   L   S   P   S   A   P   P   G   G   S   P   H   L   D   S

  S   R   S   H   S   P   S   S   P   D   P   D   T   P   S   P   V   G   D   S   R   A   L   Q   A   S   R   N   T   R   I   P   H  

 L   A   G   K   K   A   V   A   E   E   D   N   G   S   I   G   E   E   T   D   S   S   P   G   R   K   K   F   P   L   K   I   F   
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AGAAGCCTCTTAAGAAGTAGGCAGGATGGGGTGGCAGTAAAGGGACAGCTTGTCCTTCCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGG

ACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTT

AACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCT

AAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAAT

GTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAA

TGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAG

ATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAG

CTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGT

CAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAA

GTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATC

TCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCT

GCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTG

GATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGA

GTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAAC

CGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGG

TCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGC

AGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCG

TTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCG

TAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGA

CTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGG

GAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCC

CGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGA

GCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAG

TTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAA

AAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTA

ACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAA

 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   T   K   V   L   K   G   N   M   E   I   L   V   F   C   D   P   A   Y   D

  S   I   L   E   R   C   M   G   C   P   S   V   V   R   I   S   R   D   V   E   D   S   Y   P   H   R   V   A   V   I   T   D   F  

 D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E   A   C   V   T   V   R   G   I   Y   A   E   I   H   V   A   S   I   I   

E   G   T   K   T   R   I   A   A   G   V   H   H   K   N   D   E   Y   L   M   T   I   K   E   T   A   V   E   V   L   E   L   D   Q

  Q   S   I   N   F   T   K   M  

 M   D   V   C   V   R   L   A   L   W   L   L   W

  G   L   L   L   H   Q   G   Q   S   L   S   H   S   H   S   E   K   A   T   G   T   S   S   G   A   N   S   E   E   S   T   A   A  

 E   F   C   R   I   D   K   P   L   C   H   S   E   D   E   K   L   S   F   E   A   V   R   N   I   H   K   L   M   D   D   D   A   

N   G   D   V   D   V   E   E   S   D   E   F   L   R   E   D   L   N   Y   H   D   P   T   V   K   H   S   T   F   H   G   E   D   K

  L   I   S   V   E   D   L   W   K   A   W   K   S   S   E   V   Y   N   W   T   V   D   E   V   V   Q   W   L   I   T   Y   V   E  

 L   P   Q   Y   E   E   T   F   R   K   L   Q   L   S   G   H   A   M   P   R   L   A   V   T   N   T   T   M   T   G   T   V   L   

K   M   T   D   R   S   H   R   Q   K   L   Q   L   K   A   L   D   T   V   L   F   G   P   P   L   L   T   R   H   N   H   L   K   D

  F   M   L   V   V   S   I   V   I   G   V   G   G   C   W   F   A   Y   I   Q   N   R   Y   S   K   E   H   M   K   K   M   M   K  

 D   L   E   G   L   H   R   A   E   Q   S   L   H   D   L   Q   E   R   L   H   K   A   Q   E   E   H   R   T   V   E   V   E   K   

V   H   L   E   K   K   L   R   D   E   I   N   L   A   K   Q   E   A   Q   R   L   K   E   L   R   E   G   T   E   N   E   R   S   R

  Q   K   Y   A   E   E   E   L   E   Q   V   R   E   A   L   R   K   A   E   K   E   L   E   S   H   S   S   W   Y   A   P   E   A  

 L   Q   K   W   L   Q   L   T   H   E   V   E   V   Q   Y   Y   N   I   K   K   Q   N   A   E   K   Q   L   L   V   A   K   E   G   

A   E   K   I   K   K   K   R   N   T   L   F   G   T   F   H   V   A   H   S   S   S   L   D   D   V   D   H   K   I   L   T   A   K

  Q   A   L   S   E   V   T   A   A   L   R   E   R   L   H   R   W   Q   Q   I   E   I   L   C   G   F   Q   I   V   N   N   P   G  

 I   H   S   L   V   A   A   L   N   I   D   P   S   W   M   G   S   T   R   P   N   P   A   H   F   I   M   T   D   D   V   D   D   

M   D   E   E   I   V   S   P   L   S   M   Q   S   P   S   L   Q   S   S   V   R   Q   R   L   T   E   P   Q   H   G   L   G   S   Q

  R   D   L   T   H   S   D   S   E   S   S   L   H   M   S   D   R   Q   R   V   A   P   K   P   P   Q   M   S   R   A   A   D   E  

 A   L   N   A   M   T   S   N   G   S   H   R   L   I   E   G   V   H   P   G   S   L   V   E   K   L   P   D   S   P   A   L   A   

K   K   A   L   L   A   L   N   H   G   L   D   K   A   H   S   L   M   E   L   S   P   S   A   P   P   G   G   S   P   H   L   D   S

  S   R   S   H   S   P   S   S   P   D   P   D   T   P   S   P   V   G   D   S   R   A   L   Q   A   S   R   N   T   R   I   P   H  
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4601

4701

4801

4901
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141

108

75

41

8
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680

CAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA5201
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