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1

101

201

301

401

501

601

13k

701

Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) EcoNI (287)
GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

NgoMIV (441)

Neol (560)
BStEII (555)
KaslI (535) Agel (552) BstEII (564) Eco01091 (580)
CTGAGATCACCGGTCACCATGGTGACCCTGCGGAAGAGGACCCTGAAAGTGCTCAC
- 1M V T L R K R T L K V L T
Mscl (659)
Ncol (653)
CTTCCTCGTGCTCTTCATCTTCCTCACCTCCTTCTTCCTGAACTACTCCCACACCATGGTGGCCACCACCTGGTTCCCCAAGCAGATGGTCCTGGAGCTC
F L VLF I F L TSVFFLNYSHTMVATTWTFUPIKAQMV L E L
Stul (730)
TCCGAGAACCTGAAGAGACTGATCAAGCACAGGCCTTGCACCTGCACCCACTGCATCGGGCAGCGCAAGCTCTCGGCCTGGTTCGATGAGAGGTTCAACC

47 S E N L K R L I KHR®POCTT CTHT CI GQRIKULSAWTFDTETRTFN

801

AGACCATGCAGCCGCTGCTGACTGCCCAGAACGCGCTCTTGGAGGACGACACCTACCGATGGTGGCTGAGGCTCCAGCGGGAGAAGAAGCCCAATAACTT

8*Q T M Q P L L TA QNALULEDUDTY RWWLU RLI QRTETZKIKPNNIL

901

113k

1001

NgoMIV (977)
GAATGACACCATCAAGGAGCTGTTCAGAGTGGTGCCTGGGAATGTGGACCCTATGCTGGAGAAGAGGTCGGTGGGCTG%CGGCGCTGCGCCGTTGTGGGC
NDT I K ELFRVVPGNVDTPMLTETZKT RSVGCRI RT CAVVG
BbsI (1020) Tth111I (1051) KasI (1074)
AACTCGGGCAACCTGAGGGAGTCTTCTTATGGGCCTGAGATAGACAGTCACGACTTTGTCCTCAGGATGAACAAGGCGCCCACGGCAGGGTTTGAAGCTG

147 N S G N L R E S S Y G P E 1 DS HDTFVLIRMNIEKAPTAGTFE A

1101

Xceml (1115)
ATGTTGGGACCAAGACCACCCACCATCTGGTGTACCCTGAGAGCTTCCGGGAGCTGGGAGATAATGTCAGCATGATCCTGGTGCCCTTCAAGACCATCGA

180D V G T K T T H H L VY P E S F R ELGDNVSMI L VPFKTII D

1201

213k

1301

BsaBI (1290)
CTTGGAGTGGGTGGTGAGCGCCATCACCACGGGCACCATTTCCCACACCTACATCCCGGTTCCTGCAAAGATCAGAGTGAAACAGGATAAGATCCTGATC
LEWVVSAI TTGTI SHTY 1l PVPAIKTIRVIKI QDK I L I

BsaBI (1355) Nsil (1393)
TACCACCCAGCCTTCATCAAGTATGTCTTTGACAACTGGCTGCAAGGGCACGGGCGATACCCATCTACCGGCATCCTCTCGGTCATCTTCTCAATGCATG

247 Y H P A F I K Y VF DNWULQGHGGRY®PSTSGI L SV I F SMH

1401

SacIl (1478)
TCTGCGATGAGGTGGACTTGTACGGCTTCGGGGCAGACAGCAAAGGGAACTGGCACCACTACTGGGAGAACAACCCATCCGCGGGGGCTTTTCGCAAGAC

280V C D E VDL Y GF GADSKG GNWHUHYWENNPSAGATFRKT

1501

313k

1601

1701

1801

1901

2001

2101

2201

2301

ApaLl (1504) Sfil  (1536) BspEI (1562)
GGGGGTGCACGATGCAGACTTTGAGTCTAACGTGACGGCCACCTTGGCCTCCATCAATAAAATCCGGATCTTCAAGGGGAGATGACGCAGTGAAGGGCTG
G VHDADT FESNVTATTULAS T NIKII R I F K G R e
Mscl (1629)
Nhel (1623)
AGGATGGACGCACTGTCACACCTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTT

Hpal (1761) Mrfel (1772)
TATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTT

EcoRI (1857)
CAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCA
- -

AGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATG

SspI (2096)
GAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATA

Swal (2110) EcoO1091 (2171)
TTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGT

AGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCC
414 ¢ N R T Y K L P I L E
TCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGA

12996 I T T K VL K G NM E I L VF CDUZPAYUDS S 1 L ERT CMSGTCZ®PSV

2401

961

CCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGC
VRI1I S RDVEDS SYWPHRVAVI TDFUDIKIQGNSVASGI A



Stul (2535)
2501 AATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGG
634 | A E A CV TVZ RGI YAETI HVASI1T I EGTI KT R I A AG V H
BspHI (2685)
Bbsl (2681)
Xmnl (2677)

2601 TGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCC
299H K N D E Y L M T 1 K E TAV E VLELDA QQSIT NTFTIKM-S4-————
Asel (2743)

2701 TATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAAC

o

Spel (2898)

2801 GAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTAC

2901 TAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGC
-

SnaBI (3026)
3001 ATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTAC

Ndel (3131)
3101 CGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATG

3201 GAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGT

PstI  (3310)
Sdal (3309)Pacl (3317) BspLU11I (3327)
3301 TATGTAACGCCTGCAGGTT AATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGG
_— -

3399 (CTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCT

3499 CCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAG

ApaLl (3641)
3599 GTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTT

3699 GAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGA

3799 AGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATC

3899 CGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCT

Eagl (4077)
Pacl (4057) Swal (4066) NotI (4076)
3999 ACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTT

4099 ATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCT
4199 GTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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