Eagl (4047)
Notl (4046)

Swal (4036)
Pacl (4027)

ApalLl (3611)
pMBI ori
BspLU11I (3297)
Pacl (3287)
Pstl (3280) 7
Sdal (3279) ~]

—

Sgfl (6)
Pvul (7)
Mrfel (82)
EcoNI (96)
Psp14061 (203)
Pvull (239)
HindIII (245)

EcoNI (287)
Bsu36I (291)
Nael (441)

NgoMI (441)
Kasl (535)
Agel (552)

/ BstEII (555)

Ncol (560)

hEF1-HTLV prom

hSLAMEF7 (CD319,CRACC)
Ncol (962)
Pstl (970)
pUNO1-hSLAMF7a
NdeI (3101) (4211 bp)

SnaBI (2996)
Ecol05I (2996)

hCMV prom
Spel (2868)

Sacl (2770)

Vspl (2713)
Asel (2713)
BspHI (2655)

Xmnl (2647)

Stul (2505)
Ecold7I (2505)

BstXI (2370)
Sacl (2341)

EcoO01091 (2141)

100

(h) Bglobin p(A)

-Ncol (1235)

PshAI (1357)
Ndel (1380)

SV40 p(A)

\Xbal (1565)
-ApaLl (1576)
Nhel (1593)
Mscl (1599)
Hpal (1731)

Mfel (1742)

EcoRI (1827)

SspI  (2066)
Swal (2080)

& InvivoGen

EcoO1091 (1055)



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36l (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMI (441)

Nael (441)
401

Ncol (560)
BstEII (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGCTGGTTCCCCAACATGCCTCACCCTCATCTATAT

- 1M A G S P T C L T L I Y I

601 CCTTTGGCAGCTCACAGGGTCAGCAGCCTCTGGACCCGTGAAAGAGCTGGTCGGTTCCGTTGGTGGGGCCGTGACTTTCCCCCTGAAGTCCAAAGTAAAG
133 L WQLTGSAASGPVI KTETLVGSVGGAVTTFUZPTLTEKSK VK
701 CAAGTTGACTCTATTGTCTGGACCTTCAACACAACCCCTCTTGTCACCATACAGCCAGAAGGGGGCACTATCATAGTGACCCAAAATCGTAATAGGGAGA
47 Q VD S | VW T F NTTPLVTI QPEGGT I I VTQNZ RNR RE
801 GAGTAGACTTCCCAGATGGAGGCTACTCCCTGAAGCTCAGCAAACTGAAGAAGAATGACTCAGGGATCTACTATGTGGGGATATACAGCTCATCACTCCA
80FR V D F P D G G Y S L KL S KULI KI KNDSGTI Y Y VGI Y S S S LAQ

Neol (962) Pstl (970)
901 GCAGCCCTCCACCCAGGAGTACGTGCTGCATGTCTACGAGCACCTGTCAAAGCCTAAAGTCACCATGGGTCTGCAGAGCAATAAGAATGGCACCTGTGTG
113 Q P S T Q E Y VL HV Y EHL S KU@PIKVTMGLI QSNI KNTGTTCV
Eco01091 (1055)
1001 ACCAATCTGACATGCTGCATGGAACATGGGGAAGAGGATGTGATTTATACCTGGAAGGCCCTGGGGCAAGCAGCCAATGAGTCCCATAATGGGTCCATCC

1470 T N L T C CMEHGEEDVI Y TWIKALGI QAANESHNGS
1101 TCCCCATCTCCTGGAGATGGGGAGAAAGTGATATGACCTTCATCTGCGTTGCCAGGAACCCTGTCAGCAGAAACTTCTCAAGCCCCATCCTTGCCAGGAA
18¢kL P I S WR WG E SDMTT FI CVARNPVSRNTFSSZPI L ARK

Ncol (1235)
1201 GCTCTGTGAAGGTGCTGCTGATGACCCAGATTCCTCCATGGTCCTCCTGTGTCTCCTGTTGGTGCCCCTCCTGCTCAGTCTCTTTGTACTGGGGCTATTT
213 L C E GA ADDZ®PWDSSMVLLTCLIULULV®PILIULILSTLTFUVLGTLTF
PshAI (1357) Ndel (1380)
1301 CTTTGGTTTCTGAAGAGAGAGAGACAAGAAGAGTACATTGAAGAGAAGAAGAGAGTGGACATTTGTCGGGAAACTCCTAACATATGCCCCCATTCTGGAG
247 L W F L K R E R Q E E Y | E E K K R V D1 CRETW®PNI CPHS G
1401 AGAACACAGAGTACGACACAATCCCTCACACTAATAGAACAATCCTAAAGGAAGATCCAGCAAATACGGTTTACTCCACTGTGGAAATACCGAAAAAGAT
280 E N T E Y D T I P HTNW RTIl L KEDWPANTUVY S TVE I P KKWM
Mscl (1599)
Xbal (1565) ApaLl (1576) Nhel (1593)

1501 GGAAAATCCCCACTCACTGCTCACGATGCCAGACACACCAAGGCTATTTGCCTATGAGAATGTTATCTAGACAGCAGTGCACTCCCCTAAGTCGCTAGCT
313 E NP H S L L T MPDTU®PRTULTFAYENWVI e

1601 GGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTT

Hpal (1731) Mfel (1742)
1701 ATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGC

EcoRI (1827)
1801 AAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGAT
-

1901 GAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGG

SspI  (2066) Swal (2080)
2001 TTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAA

Eco01091 (2141)
2101 TGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTA

2201 ATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTC
4414 ¢ N R T Y K L P I L E E I T T K V L K G N
Sacl (2341) BstXI (2370)

2301 ATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAG
11949M E | L V F C D P A Y DS 11 L ERC CMGT CPSVVUR I SRDVEDS
2401 AGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCC
864 Y P HR VA V I T DF DI K QGNSVASGI A Il AEATCVTVRG

Stul (2505)
Ecold7I (2505)
2501 AATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATC
53 | Y A E | HV A S 1l I EGTI KT RI AAGVUHUHIEKNTDTETVYTLMT




BspHI (2655)
Xmnl (2647)
2601 TTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATA

199k E T A V E V L E L D Q QS I NF T K M-
Vspl (2713)
Asel (2713) Sacl (2770)
2701 TACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTA
-

Spel (2868)
2801 CACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTA G TCAAAACAAACTCCCATTGACGTCAA
-

SnaBI (2996)
Eco1051
2900 TGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATAC

3000 GTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTT

Ndel (3101)
3100 GGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAA

PstI (3280)
Sdal (3279) Pacl (3287)
3200 CATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGA

BspLUI1I (3297)
3298 ACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAA
-

3398 TCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTG

3498 CCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCT

ApalLl (3611)
3598 CCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATC

3698 GCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGA

3798 AGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTG

3898 GTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAA

Eagl (4047)
Pacl (4027) Swal (4036)  Notl (4046)
3998 CTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTT

4098 TGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAAC
4198 ATTTCTCTATCGAA
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