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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

Sphl (560)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCAGCATGCCTGTCCCAGCCTCCTGGCCCCATCCTCCTGGTCC

- 1M P VP A S WP HUP P G P
601 TTTCCTGCTTCTGACTCTACTGCTGGGACTTACAGAAGTGGCAGGTGAGGAGGAGCTACAGATGATTCAGCCTGAGAAGCTCCTGTTGGTCACAGTTGGA
13 F L L L T L L L GL TEVAGTETETEL QM I QFPEIKTULLULVTVSG

Sandl (744) Asel (786)

701 AAGACAGCCACTCTGCACTGCACTGTGACCTCCCTGCTTCCCGTGGGACCCGTCCTGTGGTTCAGAGGAGTTGGACCAGGCCGAGAATTAATCTACAATC
47 KX T A T L HCTVTSLULU®PVGPVLWTF RSGVYG?PGHR RETLI YN
801 AAAAAGAAGGCCACTTCCCCAGGGTAACAACAGTTTCAGACCTCACAAAGAGAAACAACATGGACTTTTCCATCCGCATCAGTAGCATCACCCCAGCAGA
80*Q K E G HF P R V T TV S DULTI K RNNMDTFSI1T R 1 S S I TPATD

BstBI (926)
901 TGTCGGCACATACTACTGTGTGAAGTTTCGAAAAGGGAGCCCTGAGAACGTGGAGTTTAAGTCTGGACCAGGCACTGAGATGGCTTTGGGTGCCAAACCC
113 v G T Y Y C V K F R K G S P E NV EF K S GPGTEMATLGAK P
Bsp120I (1017) Ncol (1071)
1001 TCTGCCCCCGTGGTATTGGGCCCTGCGGCGAGGACCACACCTGAGCATACAGTGAGTTTCACCTGTGAGTCCCATGGCTTCTCTCCCAGAGACATCACCC
147 S AP V VL G P A AR TTWPEWHTVSF T CESHSGTFS®PRDI T
Xmnl (1101) XcemI (1193)
1101 TGAAATGGTTCAAAAATGGGAATGAGCTCTCAGACTTCCAGACCAACGTGGACCCCACAGGACAGAGTGTGGCCTACAGCATCCGCAGCACAGCCAGGGT
180FL K W F K NG N E L S DF QTNVDZPTSGQSVAY S I RS TATR YV
SandI (1265)
1201 GGTACTGGACCCCTGGGACGTTCGCTCTCAGGTCATCTGCGAGGTGGCCCATGTCACCTTGCAGGGGGACCCTCTTCGTGGGACTGCCAACTTGTCTGAG
213 v L D P WDVU R SQVI CEVAHVTLIQGUDU PULI RSGTANTL S E
1301 GCCATCCGAGTTCCACCCACCTTGGAGGTTACTCAACAGCCCATGAGGGC GGGGAACCAGGTAAACGTCACCTGCCAGGTGAGGAAGTTCTACCCCCAGA
247 A Il R V P P T L E VT QQPMRAGNA QVNYVYTCQVRIKTFY PAQ
Asp7181 (1477)
Acc651 (1477)
1401 GCCTACAGCTGACCTGGTTGGAGAATGGAAACGTGTGCCAGAGAGAAACAGCCTCGACCCTTACAGAGAACAAGGATGGTACCTACAACTGGACAAGCTG
280S L Q L T W L ENGNVCQRETASTLTENIKDGTYNWT S W
1501 GTTCCTGGTGAACATATCTGACCAAAGGGATGATGTGGTCCTCACCTGCCAGGTGAAGCATGATGGGCAGCTGGCGGTCAGCAAACGCCTTGCCCTGGAG
313 F L VNI S D QRDUDVVLTU CQVI KHDS G QLAVS KU RILATLE
Bspl1201 (1689)
1601 GTCACAGTCCACCAGAAGGACCAGAGCTCAGATGCTACCCCTGGCCCGGCATCATCTCTTACTGCGCTGCTCCTCATAGCTGTCCTCCTGGGCCCCATCT
347k V T V H Q K DQSSDAT®PGHPASSLTALTLTULI AV LLGTZP.I
Mscl (1742)
Nhel (1736)
1701 ATGTCCCCTGGAAGCAGAAGACCTGACTCTCCTTCCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGT
380kY V. P W K Q K T e

Hpal (1874) Mfel (1885)
1801 GAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTT

EcoRI (1970)
1901 TATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTT
-

2001 AACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTC

2101 ACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCT

SspI  (2209) Swal (2223)
2201 TTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATAT

2301 CCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAG

414 ¢ N R T Y K L
2401 GGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATG
1344 P | L E E I T T K VLK GNMEII L VFCDZPAYU DS I LERTE CHM
2501 CCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAG
104G C P S VV R I S R DV EDSYPHRVAUVI TDFUDZEKI QGNS VA




Stul (2648)
2601 CAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGC
674 'S G I A I A EA CV TV RGI YATETI HVASTIITEGTI KTR RI A
BspHI (2798)
Xmnl (2790)
2701 CGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTC
344 A G VHHKNUDTETYLMTI KETAVEUVTLTETLUDI QQSI NTFTK
Asel (2856)
2801 ATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGA
0iM - -
2901 CGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGT

Spel (3011)
3001 CCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGT
B — -

SnaBI (3139)
3100 ACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCA

Ndel (3244)
3200 GGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACC

3300 CATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGC

Pstl (3423)
Sdal (3422)Pacl (3430)  BspLUI1I (3440)
3400 CATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGG
-

3498 CGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTT

3598 TCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCAT

ApaLl (3754)
3698 AGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCG

3798 GTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGC

3898 TACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTT

3998 GGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATC

Eagl (4190)
Pacl (4170) Swal (4179)  NotI (4189)
4098 CTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGC

4198 AATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAAC
4298 TAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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