Sgfl (6)

Pvul (7)
Mfel (82)
Eagl (3667) EcoNI (96)
Notl (3666) Psp14061 (203)

Pvull (239)
HindIII (245)

EcoNI (287)
Bsu36l (291)
Nael (441)
NgoMI (441)
/Kasl (535)

Swal (3656)
Pacl (3647)

\——

Agel (552)

BspHI (560)

Xcml (596)

Notl (631)

-Eagl (632)

SgrAl (670)
Eco47II1 (705)
BspEI (711)
Nsil  (731)
PpulOl (731)
BspLU11I (749)
BspHI (872)

Pstl (965)

hEF1-HTLV prom
ApaLI (3231)

ori pMB1
hSIKE

BspLUI1I (2917)
Pacl (2907)

Pstl (2900) = pUNO1-hSIKE

Sdal (2899) (3831 bp)

hCMYV enh

Ndel (2721)
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100 Sacl (1961)

InvivoGen



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMI (441)
Nael (441)
401
BspHI (560)
KasI (535) Agel (552) Xceml (596)
501 CTGAGATCACCGGTCATCATGAGCTGCACCATCGAGAAGATCCTGACAGACGCCAA
> 1#MetSer CysThr I l1eGluLyslleLeuThrAspAlaLy
Eagl (632)
NotlI (631) SgrAl (670)

601 GACGCTGCTGGAGAGGCTACGGGAGCACGATGCGGCCGCCGAGTCGCTGGTGGATCAGTCGGCGGCGCTGCACCGGCGGGTAGCAGCTATGCGGGAGGCG
13k sThrLeuLeuGl uArgLeuArgGl uHi sAspAl aAl aAl aGluSer LeuValAspGl nSer Al aAl aLeuHi sArgArgValAl aAl aMe tArgGl uAl a
BspEI (711) PpulOIl (731)
Ecod7111 (705) Nsil (731) BspLU11I (749)
701 GGGACAGCGCTTCCGGACCAGTATCAAGAGGATGCATCCGATATGAAGGACATGTCCAAATACAAACCTCACATTCTGCTGTCCCAAGAGAACACACAGA
47k Gl yThrAl aLeuProAspGlInTyrGl nGl uAspAl aSerAspMetLysAspMetSerLysTyrLysProHisl |l eLeuLeuSer Gl nGluAsnThrGlnl
BspHI (872)
801 TTAGAGACTTGCAACAGGAAAACAGAGAGCTATGGATTTCCTTGGAGGAACACCAGGATGCTTTGGAACTTATé)ATGAGCAAATATCGGAAACAGATGTT
80F | eArgAspLeuGl nGInGl uAsnArgGluLeuTrpl | eSer LeuGl uGl uHi sGl nAspAl aLeuGluLeul | eMetSer LysTyrArgLysGlnMetlLe
PstI (965)
901 ACAGTTAATGGTTGCTAAAAAAGCGGTGGATGCTGAACCAGTCCTGAAAGCTCACCAGTCTCACTCTGCAGAAATTGAGAGTCAGATTGACAGAATCTGT
113k uGlnLeuMetValAlalLysLysAlaValAspAlaGluProValLeuLysAl aHisGlnSerHisSerAlaGlulleGluSerGlnlleAspArglleCys
1001 GAAATGGGAGAAGTGATGAGGAAAGCAGTTCAGGTGGATGATGACCAGTTTTGTAAGATTCAGGAAAAATTAGCCCAATTAGAGCTTGAAAATAAGGAAC
147k GluMetGl yGluValMetArgLysAl aVal Gl nVal AspAspAspGl nPheCysLys| | eGl nGluLysLeuAl aGl nLeuGl uLeuGl uAsnLysGlulL
1101 TTCGAGAATTATTGTCCATCAGCAGTGAGTCTCT TCAAGCCAGAAAGGAAAACTCAATGGACACTGCTTCCCAAGCCATCAAATAACTGAACTCTGAATG
180F euArgGluLeulLeuSer | 1 eSerSer Gl uSer LeuGl nAl aArgLysGl uAsnSer MetAspThrAlaSerGlnAlal lelLyseeoe
Msel (1219)
Nhel (1213)

1201 ATGGCTGGAGATTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAA

Hpal (1351) Mfel (1362)
1301 ATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGG

EcoRI (1447)
1401 TGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACT
> -

1501 TGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGA

SspI  (1686)
1601 TATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATA

Swal (1700) EcoO0109T (1761)
1701 ATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTT

1801 AGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGG
414 eeoAsnArgThr TyrLysLeuProl leLeuGluGlul | eThr Th
Sacl (1961) BstXI (1990)
1901 TTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGAT
1264 rLysValLeuLysGlyAsnMetGlul |l eLeuVal PheCysAspProAlaTyrAspSer|leLeuGluArgCysMetGlyCysProSerValValArglle
2001 GGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCA
934 SerArgAspVal Gl uAspSer TyrProHi sArgValAlaVal | | eThrAspPheAspLysGl nGl yAsnSerValAlaSerGlylleAlalleAlaGluA
Stul (2125)
2101 GCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGT
594 |aCysVal ThrValArgGlyl leTyrAlaGlul leHisValAlaSer|llelleGluGlyThrLysThrArgl|leAlaAlaGlyValHisHisLysAsnAs
BspHI (2275)
Xmnl (2267)
2201 CCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGT
264pGluTyrLeuMetThr I leLysGluThrAlaValGluValLeuGluLeuAspGlnGlnSer||eAsnPheThr LysMe t-
Asel (2333) Sacl (2390)
2301 CGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCT
.
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Spel (2488)
TATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAA
-

CAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATG

SnaBI (2616)
GTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGA

Ndel (2721)
CGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCC

TATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACG

PstI (2900)

Sdal (2899)Pacl (2907)  BspLUIII (2917)

CCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCC
-

CCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGC

GCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAG

ApaLI (3231)
TTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAAC

CCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGC

CTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACA

AACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCT

Eagl (3667)
Pacl (3647) Swal (3656)  Notl (3666)
GACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATT

ACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGT
GCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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