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Pvull (239)

HindIII (245)
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KasI (597)
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Mscl (717)
-Xmnl (805)

Eagl (3750)
Notl (3749)
Swal (3739)
Pacl (3730)

ApaLI (3314
pall (3314) hEF1-HTLV prom

ori pMB1
hRNF125 (TRAC1)

BspLU11I (3000)
Pacl (2990)

Pstl (2983)

Sdal (2982)

pUNO1-hRNF125

(3914 bp)

Ecol471 (1057)
Stul (1057)

BsaBI (1093)
BsiBI (1093)

Ndel (2804) hCMV enh

SnaBI (2699) -Agel (1217)
Ecol051 (2699) hCMV prom SVA0p(&) mod Nhel (1296)
Ball (1302)
Mscl (1302)

Spel (2571)
(h) Bglobin p(A)

BsrS2

Sacl (2473)
Vspl (2416)
Asel (2416)
BspHI (2358)

Xmnl (2350)

Hpal (1434)
Mfel (1445)
EcoRI (1530)

Stul (2208)
Ecol47I (2208)

BstXI (2073)
100 Sacl (2044)

Sspl  (1769)
Swal (1783)

InvivoGen



Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV  (441)

NgoMI (441)

Nael (441)
401

BStEII (555)
KasI (535) Agel (552) Neol (560) Kasl (597)
501 CTGAGATCACCGGTCACCATGGGCTCCGTGCTGAGCACCGACAGCGGCAAATCGGC
> 1*M G S VLS TDSGZK S A
Bsp120I (620) SandI (638)

601 GCCCGCCTCTGCCACCGCGCGGGCCCTGGAGCGCAGGAGGGACCCGGAGTTGCCCGTCACGTCCTTCGACTGCGCCGTGTGCCTTGAGGTGTTACACCAG
13 P AS AT ARALTEIRI RRDEZPELUPVTSFIDT CAVT CLTEUVLHAQ
Mscl (717)
BspEI (704) Ball (717)
701 CCTGTCCGGACCCGCTGTGGCCACGTATTCTGCCGTTCCTGTATTGCTACCAGTCTAAAGAACAACAAGTGGACCTGTCCTTATTGCCGGGCATATCTTC
47 P V R T R C G HV F CR S C 1 A TSULIKNNZIKMWTTCU®PYCRAY.L
Xmnl (805)
801 CTTCAGAAGGAGTTCCAGCAACTGATGTAGCCAAAAGAATGAAATCAGAGTATAAGAACTGCGCTGAGTGTGACACCCTGGTTTGCCTCAGTGAAATGAG
8okP S E G VP A TDVAIK I RMIKSEYIKNT CAET CDTILUVCL S E MR
901 GGCACATATTCGGACTTGTCAGAAGTACATAGATAAGTATGGACCACTACAAGAACTTGAGGAGACAGCAGCAAGGTGTGTATGTCCCTTTTGTCAGAGG
113 A H I R T C Q K Y I DK Y GPLQEULTETETAARTCVTCUZPTFTCAQR
Stul (1057) BsiBI (1093)
Ecol471 (1057) BsaBI (1093)
1001 GAACTGTATGAAGACAGCTTGCTGGATCATTGTATTACTCATCACAGATCGGAACGGAGGCCTGTGTTCTGTCCACTTTGCCGTTTAATACCCGATGAGA
147 E L Y E D S L L DHCI1 THHR RS SE RI RPVTFT CPLTCRILI P DE
1101 ATCCAAGCAGCTTCAGTGGCAGTTTAATAAGACATCTGCAAGTTAGTCACACTTTGTTTTATGATGATTTCATAGATTTTAATATAATTGAGGAAGCTCT
180N P S S F S G S L I R HL QV S HTWLT FYDHDTF 1l DFNI I EEAL
Agel (1217) Nhel (1296)
1201 TATCCGAAGAGTCTTAGACCGGTCACTTCTTGAATATGTGAATCACTCGAACACCACATAATTTTATTAAAACGAAGGGAAAAGGGACCACTGAATGCTA
213 | R R VL D R S L L E Y V N H S N T T e
Mscl (1302)
Ball (1302)
1301 GCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGC

Hpal (1434) Mrfel (1445)
1401 TTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAA

EcoRI (1530)
1501 AGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGG
-

1601 GATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCA

Sspl  (1769) Swal (1783)
1701 AGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTG

1801 CAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCT

1901 TTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCA
+414 ¢« N R T Y K L P I L E E I T T K V L K G
Sacl (2044) BstXI (2073)

2001 TTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCAT
204N M E | L V F C DP A Y DS I L ERCMGT CZPSVVRI SRDVED
2101 CAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCT
874 S Y P HR VA VI T DF DI KU QGNSVASGIAI AEATCVTVR R

Stul (2208)
Ecol471 (2208)
2201 GCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTG
544 G | Y A E I HV A S I I E GTKTR RI AAGVHUHIEKNDTETYTLMT
BspHI (2358)
Xmnl (2350)
2301 ATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCG
2041 K E T AV E V L EL DO QQS I NTFTK M-




2401

2501

2600

2700

2800

2900

2998

3098

3198

3298

3398

3498

3598

3698

3798
3898

Vspl (2416)
Asel (2416) Sacl (2473)
ATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACC
-

Spel (2571)
GTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGT
-

CAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAA

SnaBI (2699)
Ecol051 (2699)
TACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTA

Ndel (2804)
CTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGG

Pstl  (2983)
Sdal (2982)Pacl (2990)
GAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTA

BspLU11I (3000)
AGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAA
-

AAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACC

CTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTC

ApaLl (3314)
GCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTT

ATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACT

AGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCG

GTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGA

Eagl (3750)
Pacl (3730) Swal (3739)  NotI (3749)
AAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTT

TTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAG
AACATTTCTCTATCGAA
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