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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
BspLU11I (560)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCAACATGTCGTGCGTCAAGTTATGGCCCAGCGGTGCCCCCGC
- 1IPM S C V KL WP S G A P A
601 CCCCTTGGTGTCCATCGAGGAACTGGAGAACCAGGAGCTCGTCGGCAAAGGCGGGTTCGGCACAGTGTTCCGGGCGCAACATAGGAAGTGGGGCTACGAT
13 P L V S I E E L E NQ E L V GKGGTF GTVFRAI QHTE RIKMWGYTD
EcoRV (729) Ncol (749) EcoRI (769)
701 GTGGCGGTCAAGATCGTAAACTCGAAGGCGATATCCAGGGAGGTCAAGGCCATGGCAAGTCTGGATAACGAATTCGTGCTGCGCCTAGAAGGGGTTATCG
47 V. AV X 1 V N S KA I S REVI KAMASTULUDNTETFVLU RLTEGVI

NgoMIV (828)
801 AGAAGGTGAACTGGGACCAAGATCCCAAG%CGGCTCTGGTGACTAAATTCATGGAGAACGGCTCCTTGTCGGGGCTGCTGCAGTCCCAGTGCCCTCGGCC
80E K V NW D QDUPIKUPALVTI KT FMENSGS STULSGLTULIOQSOQCU®PTRTYFP
BsrBI (904)
901 CTGGCCGCTCCTTTGCCGCCTGCTGAAAGAAGTGGTGCTTGGGATGTTTTACCTGCACGACCAGAACCCGGTGCTCCTGCACCGGGACCTCAAGCCATCC
113 w P L L C R L L K EVVLGMTFYLHDI QNZPVLILUHRIUDILKPS
Tth111I (1080)
1001 AACGTCCTGCTGGACCCAGAGCTGCACGTCAAGCTGGCAGATTTTGGCCTGTCCACATTTCAGGGAGGCTCACAGTCAGGGACAGGGTCCGGGGAGCCAG
147 NV L L D P E L HV KULADTFSGLSTTFOQGGS QS GTG S G E P
Stul (1151) BamHI (1184)
1101 GGGGCACCCTGGGCTACTTGGCCCCAGAACTGTTTGTTAACGTAAACCGGAAGGCCTCCACAGCCAGTGACGTCTACAGCTTCGGGATCCTAATGTGGGC
180G G T L G Y L A P ELF VNVNR RIKASTASIDUVYSTFGI L MWA
1201 AGTGCTTGCTGGAAGAGAAGTTGAGTTGCCAACCGAACCATCACTCGTGTACGAAGCAGTGTGCAACAGGCAGAACCGGCCTTCATTGGCTGAGCTGCCC
213 v L A G R E V E L P T EUP SL VY EAV CNIZ RI QNRUPSTILATETLTP
1301 CAAGCCGGGCCTGAGACTCCCGGCTTAGAAGGACTGAAGGAGCTAATGCAGCTCTGCTGGAGCAGTGAGCCCAAGGACAGACCCTCCTTCCAGGAATGCC
247" Q AG P E T P G L E GL KEULMAOQLTCWS S EU&PI KD RUPSTFQEC
Bbsl (1417)
1401 TACCAAAAACTGATGAAGTCTTCCAGATGGTGGAGAACAATATGAATGCTGCTGTCTCCACGGTAAAGGATTTCCTGTCTCAGCTCAGGAGCAGCAATAG
280L P K T D E VF QM VENNMMNAAVYVS TV KWDT FLSQLUR S S NR
1501 GAGATTTTCTATCCCAGAGTCAGGCCAAGGAGGGACAGAAATGGATGGCTTTAGGAGAACCATAGAAAACCAGCACTCTCGTAATGATGTCATGGTTTCT
313 R F S | P E S G QG GTEMDGTFR RI RTI EN QHS S RNDUVMVS
Xbal (1620)
1601 GAGTGGCTAAACAAACTGAATCTAGAGGAGCCTCCCAGCTCTGTTCCTAAAAAATGCCCGAGCCTTACCAAGAGGAGCAGGGCACAAGAGGAGCAGGTTC
347 E W L N K L NL EEP PSS VP KI KT C®PSTULTI KU RSI RAIGQETENAOQUV
1701 CACAAGCCTGGACAGCAGGCACATCTTCAGATTCGATGGCCCAACCTCCCCAGACTCCAGAGACCTCAACTTTCAGAAACCAGATGCCCAGCCCTACCTC
380kP Q AW TA G T S SDSMAOQPU®PAQT®PETSTTFIR RNQMU®PS P TS
Sdal (1865)
1801 AACTGGAACACCAAGTCCTGGACCCCGAGGGAATCAGGGGGCTGAGAGACAAGGCATGAACTGGTCCTGCAGGACCCCGGAGCCAAATCCAGTAACAGGG
413 T G T P S P GP RGN QGAE R QGMNWST CRTU®PEU PNZPVTG
BsrBI (1903)
1901 CGACCGCTCGTTAACATATACAACTGCTCTGGGGTGCAAGTTGGAGACAACAACTACTTGACTATGCAACAGACAACTGCCTTGCCCACATGGGGCTTGG
447 R P L V N I Y NC S GV QVGDNNYLTMAQQTTALUPTWG L
2001 CACCTTCGGGCAAGGGGAGGGGCTTGCAGCACCCCCCACCAGTAGGTTCGCAAGAAGGCCCTAAAGATCCTGAAGCCTGGAGCAGGCCACAGGGTTGGTA
480PA P S G K G R G L Q HP P PV GS QE GPIKDUPEAWSI RZPAOQGWY
Mscl (2180)
HindIII (2129) Nhel (2174)
2101 TAATCATAGCGGGAAATAAAGCACCTTCCAAGCTTGCCTCCAAGAGTTACGAGTTAAGGAAGAGTGCCACCCCTGCTAGCTGGCCAGACATGATAAGATA
513 N H S G K e
2201 CATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGC

Mfel (2323)
2301 TGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAAT

EcoRI (2408)
2401 GTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCA
B —— -

2501 GGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATT

Sspl  (2647) Swal (2661)
2601 TCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTA




2701 TTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAG

2801 AAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGC

414 ¢ N R T Y K L P I L E E I T T K VL KGNME I L V F C
2901 AGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGC
113 D P A Y DS I L ERCMGC®PSVVRI1I SRDVETSDTSYZPHTRVA

Stul (3086)
3001 CACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGG
84 VvV | T D F DK QGNSVASGI AI AEACVTUVR RGI Y ATETI H
3101 ACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCA
464V A S |1 I E G T K T R I A A GV HHIKNDTEYLMTII KETAVEV
BspHI (3236)
Bbsl (3232)
Xmnl (3228) Asel (3294)
3201 CCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAAT
13 L E L DQ QS I NFTIK M-
3301 TGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTG
]

Spel (3449)
3401 CGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAAT
-

SnaBI (3577)
3501 CCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAG

Ndel (3682)
3601 GAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATG

3701 TACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTC

Sdal (3860) Pacl (3868)  BspLUI1I (3878)
3801 AATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCA
-

3901 AAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGG

4001 CGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCG

ApaLI (4192)
4101 CCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGA

4201 ACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGT

4301 AACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCG

4401 CTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCA

4501 GATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTC

Eagl (4628)
Pacl (4608) Swal (4617)  Notl (4627)
4601 ATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATA

4701 CGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA



	TechSheet
	Map
	Sequence



