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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV  (441)
401
BspLUIII (560)
Agel (552)
501 CTGAGATCACCGGTCAACATGTATTTGTGGCTTAAACTCTTGGCATTTGGCTTTGC
- 1M Y L WL KL L A F G F A

601 CTTTCTGGACACAGAAGTATTTGTGACAGGGCAAAGCCCAACACCTTCCCCCACTGGATTGACTACAGCAAAGATGCCCAGTGTTCCACTTTCAAGTGAC
13 F L DT EVFVTGAQS®PT®PS?PTGLTTAIKMMPSVPL S S D
701 CCCTTACCTACTCACACCACTGCATTCTCACCCGCAAGCACCTTTGAAAGAGAAAATGACTTCTCAGAGACCACAACTTCTCTTAGTCCAGACAATACTT
47 P L P T H T T A F S PASTZFEWRENDTFSETTTSL S P DNT
801 CCACCCAAGTATCCCCGGACTCTTTGGATAATGCTAGTGCTTTTAATACCACAGGTGTTTCATCAGTACAGACGCCTCACCTTCCCACGCACGCAGACTC
80kS T Q VS P DSLDNASAFNTTGV S SV QTU®PHLU®PTHATDS
901 GCAGACGCCCTCTGCTGGAACTGACACGCAGACATTCAGCGGCTCCGCCGCCAATGCAAAACTCAACCCTACCCCAGGCAGCAATGCTATCTCAGATGTC
113 Q T P S A G T D T Q T F S GSAANAIKILNZPT®PGSNAI S DV
1001 CCAGGAGAGAGGAGTACAGCCAGCACCTTTCCTACAGACCCAGTTTCCCCATTGACAACCACCCTCAGCCTTGCACACCACAGCTCTGCTGCCTTACCTG
147 P G E R S T A S T F P TDU®PVSPLTTTILSLAHUHSSAAWLUP
Eco47II1 (1186)
1101 CACGCACCTCCAACACCACCATCACAGCGAACACCTCAGATGCCTACCTTAATGCCTCTGAAACAACCACTCTGAGCCCTTCTGGAAGCGCTGTCATTTC
180kA R T S N T T I T A NT S DAY L NASETTTLS?PSGSAV I S
BspLUI1I (1234)
1201 AACCACAACAATAGCTACTACTCCATCTAAGCCAACATGTGATGAAAAATATGCAAACATCACTGTGGATTACTTATATAACAAGGAAACTAAATTATTT
213 T T T I A T T P S K P T CDEIKYANI TVDYLYNJZKTETIKLF
1301 ACAGCAAAGCTAAATGTTAATGAGAATGTGGAATGTGGAAACAATACTTGCACAAACAATGAGGTGCATAACCTTACAGAATGTAAAAATGCGTCTGTTT
247" T A K L NV NE NV E CGNNTT CTNNEVHNTLTTETCIKNASV
BsrGI (1486)
1401 CCATATCTCATAATTCATGTACTGCTCCTGATAAGACATTAATATTAGATGTGCCACCAGGGGTTGAAAAGTTTCAGTTACATGATTGTACACAAGTTGA
280kS | S H NS CTAPDIKTWL I L DV®P®PGVEIZ KT FIOQLWHDTCTNAOQVE
1501 AAAAGCAGATACTACTATTTGTTTAAAATGGAAAAATATTGAAACCTTTACTTGTGATACACAGAATATTACCTACAGATTTCAGTGTGGTAATATGATA
313 K A DT T I CL KWJIKNIT ETFTO CDTI QNI TYRFAQCGNMII
1601 TTTGATAATAAAGAAATTAAATTAGAAAACCTTGAACCCGAACATGAGTATAAGTGTGACTCAGAAATACTCTATAATAACCACAAGTTTACTAACGCAA
347k F D N K E I K L E NL E P E HE Y K CDS E I LY NN HIKTFTNA
1701 GTAAAATTATTAAAACAGATTTTGGGAGTCCAGGAGAGCCTCAGATTATTTTTTGTAGAAGTGAAGCTGCACATCAAGGAGTAATTACCTGGAATCCCCC
380kS K I | K T D F GS P GEU®PQI I FCRSEAAHA QGV I TWNUZPUP
1801 TCAAAGATCATTTCATAATTTTACCCTCTGTTATATAAAAGAGACAGAAAAAGATTGCCTCAATCTGGATAAAAACCTGATCAAATATGATTTGCAAAAT
413 Q R S FHNTFTULTCY | KETTEI KUDT CLNTLUDIKNILII KYDULQN
1901 TTAAAACCTTATACGAAATATGTTTTATCATTACATGCCTACATCATTGCAAAAGTGCAACGTAATGGAAGTGCTGCAATGTGTCATTTCACAACTAAAA
4478 L K P Y T K'Y VL S L HAY I I A KVQRNGSAAMTZG CHT FTTHK
XcemlI (2008) Nsil (2056)
2001 GTGCTCCTCCAAGCCAGGTCTGGAACATGACTGTCTCCATGACATCAGATAATAGTATGCATGTCAAGTGTAGGCCTCCCAGGGACCGTAATGGCCCCCA
480*S A P P S Q VWNMTV SMTSDNSMHYVYI KT CR®PU®PIRIDIRNGTU®PH
Psp14061 (2102) BglIl (2181)
2101 TGAACGTTACCATTTGGAAGTTGAAGCTGGAAATACTCTGGTTAGAAATGAGTCGCATAAGAATTGCGATTTCCGTGTAAAAGATCTTCAATATTCAACA
513 E R Y HL E VEAGNTIULVI RNESHI KNT CDTFRVIKIDTLI QY ST
2201 GACTACACTTTTAAGGCCTATTTTCACAATGGAGACTATCCTGGAGAACCCTTTATTTTACATCATTCAACATCTTATAATTCTAAGGCACTGATAGCAT
547 D Y T F K A Y FHNGDYU®PGEU PTFI L HHSTSYNSIZ KATLTI A
2301 TTCTGGCATTTCTGATTATTGTGACATCAATAGCCCTGCTTGTTGTTCTCTACAAAATCTATGATCTACATAAGAAAAGATCCTGCAATTTAGATGAACA
580FF L A F L I | v T S 1 AL L V VLYK 1l Y DU LUHZ KT KT RSTCNTLDTE Q
2401 GCAGGAGCTTGTTGAAAGGGATGATGAAAAACAACTGATGAATGTGGAGCCAATCCATGCAGATATTTTGTTGGAAACTTATAAGAGGAAGATTGCTGAT
613 Q E L V E R DD E K QLMNVET PI HADI I LULTETYKR RIKTI ATD
Bbsl (2504) SacIl (2536)
2501 GAAGGAAGACTTTTTCTGGCTGAATTTCAGAGCATCCCGCGGGTGTTCAGCAAGTTTCCTATAAAGGAAGCTCGAAAGCCCTTTAACCAGAATAAAAACC
647 E G R L F L A E F Q S 1 PRV F S KFUP 1 KEAIRIKUPTFNI QNKN
2601 GTTATGTTGACATTCTTCCTTATGATTATAACCGTGTTGAACTCTCTGAGATAAACGGAGATGCAGGGTCAAACTACATAAATGCCAGCTATATTGATGG
680FR Y V D I L P Y DY NUR V ELSEI NGDAGSNY Il NASY | DG
EcoO1091 (2733)
2701 TTTCAAAGAACCCAGGAAATACATTGCTGCACAAGGTCCCAGGGATGAAACTGTTGATGATTTCTGGAGGATGATTTGGGAACAGAAAGCCACAGTTATT
713 F K E P R K Y I A A QGU®PIRUDTETVDUDTFWRMI WEIOQKAT VI
2801 GTCATGGTCACTCGATGTGAAGAAGGAAACAGGAACAAGTGTGCAGAATACTGGCCGTCAATGGAAGAGGGCACTCGGGCTTTTGGAGATGTTGTTGTAA
747 vV M V T R C E E G NR NK CAEYWZPSMETESGTH RATFSGDV VYV
2901 AGATCAACCAGCACAAAAGATGTCCAGATTACATCATTCAGAAATTGAACATTGTAAATAAAAAAGAAAAAGCAACTGGAAGAGAGGTGACTCACATTCA
780K I N Q H K R CP DY I I Q KL NI VNJIKJIKTEI KA AT GRTEUVTHI Q



Mscl (3010) BamHI (3033)
Pvull (3006) Bsu36I (3028)
3001 GTTCACCAGCTGGCCAGACCACGGGGTGCCTGAGGATCCTCACTTGCTCCTCAAACTGAGAAGGAGAGTGAATGCCTTCAGCAATTTCTTCAGTGGTCCC
813 F T S WP DH GV P EDU&PUHILLILI KLU RI RRVNATFSNTFTFSGT?®P
ApaLl (3106)

3101 ATTGTGGTGCACTGCAGTGCTGGTGTTGGGCGCACAGGAACCTATATCGGAATTGATGCCATGCTAGAAGGCCTGGAAGCCGAGAACAAAGTGGATGTTT
847 | V V H C S A GV GRTGTY Il GI DAMULETGLTEATENIKVDYV
3201 ATGGTTATGTTGTCAAGCTAAGGCGACAGAGATGCCTGATGGTTCAAGTAGAGGCCCAGTACATCTTGATCCATCAGGCTTTGGTGGAATACAATCAGTT
880kY G Y V V KL R R QR CLMVQVEAQY I L I HQALVEYNA QFTF

BamHI (3360)

3301 TGGAGAAACAGAAGTGAATTTGTCTGAATTACATCCATATCTACATAACATGAAGAAAAGGGATCCACCCAGTGAGCCGTCTCCACTAGAGGCTGAATTC
913 G E T E V N L S E L HP Y L HNMIKIK RDU®PUWPSEU®PSUPLTEATEF
3401 CAGAGACTTCCTTCATATAGGAGCTGGAGGACACAGCACATTGGAAATCAAGAAGAAAATAAAAGTAAAAACAGGAATTCTAATGTCATCCCATATGACT
947 Q R L P S Y R S WR T QH I G N QETENIKSI KNI RNSNVWVI P YD
3501 ATAACAGAGTGCCACTTAAACATGAGCTGGAAATGAGTAAAGAGAGTGAGCATGATTCAGATGAATCCTCTGATGATGACAGTGATTCAGAGGAACCAAG
980kY N R V P L K H E L EM S K E S EHDSDESSDDTUDSDSEE P S

Nsil (3611)
3601 CAAATACATCAATGCATCTTTTATAATGAGCTACTGGAAACCTGAAGTGATGATTGCTGCTCAGGGACCACTGAAGGAGACCATTGGTGACTTTTGGCAG
1013 K Y I N A S F I M S Y WIKUWPEVMI AAQGZ®PULI KTETI GDTFWAQ
Scal (3776)
3701 ATGATCTTCCAAAGAAAAGTCAAAGTTATTGTTATGCTGACAGAACTGAAACATGGAGACCAGGAAATCTGTGCTCAGTACTGGGGAGAAGGAAAGCAAA
1047 M | F Q R K V K VI VM L T E L KHGD QE Il CAQYWGTEGK Q
3801 CATATGGAGATATTGAAGTTGACCTGAAAGACACAGACAAATCTTCAACTTATACCCTTCGTGTCTTTGAACTGAGACATTCCAAGAGGAAAGACTCTCG
1080FT Y G D I E V DL KD TDIK S S TY TLU RV FETLIZ RHSIKIR RIKTDSR
3901 AACTGTGTACCAGTACCAATATACAAACTGGAGTGTGGAGCAGCTTCCTGCAGAACCCAAGGAATTAATCTCTATGATTCAGGTCGTCAAACAAAAACTT
1113 T V.Y Q Y Q Y T NW S V E QL P A E P KE LI SM 1 QV V K QK L
4001 CCCCAGAAGAATTCCTCTGAAGGGAACAAGCATCACAAGAGTACACCTCTACTCATTCACTGCAGGGATGGATCTCAGCAAACGGGAATATTTTGTGCTT
1147 P Q K N S S E G N K HH K S TP LUL I HCRUDGSQQTG I F CA
4101 TGTTAAATCTCTTAGAAAGTGCGGAAACAGAAGAGGTAGTGGATATTTTTCAAGTGGTAAAAGCTCTACGCAAAGCTAGGCCAGGCATGGTTTCCACATT
1180kL L N L L E S A E T E E V VDIl FQVVIKALZ RIKARUPGMVS TF
4201 CGAGCAATATCAATTCCTATATGACGTCATTGCCAGCACCTACCCTGCTCAGAATGGACAAGTAAAGAAAAACAACCATCAAGAAGATAAAATTGAATTT
1213 E Q Y Q F L YDV I A STYPAQNSGA QVIKIKNNUHA QQETDIK I E F
4301 GATAATGAAGTGGACAAAGTAAAGCAGGATGCTAATTGTGTTAATCCACTTGGTGCCCCAGAAAAGCTCCCTGAAGCAAAGGAACAGGCTGAAGGTTCTG
1247 D N E VD K V K Q DA NCVNUZPLGAUZPTETZKTILU®PTEAIKTET QATEGS
4401 AACCCACGAGTGGCACTGAGGGGCCAGAACATTCTGTCAATGGTCCTGCAAGTCCAGCTTTAAATCAAGGTTCATAGGAAAAGACATAAATGAGGAAACT
1280kE P T S G T E G P E HS V NGUPASUPALNI QG S e
Mscl (4516)
Nhel (4510)
4501 CCAAACCTCCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATT

Hpal (4648) Mfel (4659)
4601 TGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGT

4701 GGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGA
e

4801 ATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATAT

Sapl (4926) Swal (4997)
4901 AGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATT

Eco01091 (5058)
5001 TAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGG

5101 GAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTT
+411 ¢« N R T Y K L P I L E E I T T K
Sacl (5258) BstXI (5287)
5201 TGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGA
1254 v L K G NM E I L VF CDUPAYDS I LERT CMGTCU®PSV VR I S
5301 TCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCA
924 R D VE D S Y P HR V AV I T DFDIKIQGNSVASGI A Il AEA
5401 CAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCT
5¢4C V T VR G I Y A E I HV A S I I E G T K TR I A A GV HHIKNDE
BbsI (5568)
5501 CATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGT
254 Y L M T I K E TA VE VL ELDQQS I NFTIKM--

Sacl (5687)
5601 ATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTAT
o

Spel (5785)
5701 ATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAA
-

5801 CTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAA

SnaBI (5913)
5901 TAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTC




6001 AATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATT

Sdal (6196)
6101 GGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTG

Pacl (6204)  BspLUI1I (6214)
6201 CAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGAC
-

6301 GAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTC

6401 CTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGT

ApaLl (6528)
6501 GTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTA

6601 AGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACT

6701 ACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCAC

6801 CGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCT

Eagl (6964)
Pacl (6944) Swal (6953)  NotI (6963)
6901 CAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCT

7001 GTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGT
7101 GCAGGTGCCAGAACATTTCTCTATCGAA
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