Eagl (4613)

NotI (4612)
Swal (4602)
Pacl (4593)

ApaLl (4177)

pMBI1 ori

BspLU11I (3863)
Pacl (3853)
Sdal (3845)

hCMYV enh
NdeI (3667)

SnaBI (3562)

hPPP3CB (CnA2) isoforme 1

pUNO1-hPPP3CBa

Sgfl (6)
Pvul (7)
EcoNI (96)
Psp14061I (203)
Pvull (239)
EcoNI (287)
Bsu36I (291)
NgoMIV (441)
KasI (535)
Agel (552)
BstEIl (555)
Ncol (560)
NegoMIV (576)
rfl (580)
Xmal (581)
Xmal (622)
Tth111I (631)
Dralll (733)
Dralll (843)
Ncol (861)
Mscl (864)

hEF1-HTLV prom

(4777 bp)
Spel (3434) hCMYV prom
lal (1413)

BspHI (1428)
Asel (3279) BsrGI (1457)

Asel (1491)

BspHI (3221)
XmnlI (3213) Xceml  (1600)
BbrPI (1638)
Stul (3071) (h) Bglobin p(A)

BstXI (2936)

Eco0O1091 (2707)
Swal (2646)

EcoRI (2393)

SV40 p(A) Pvull (1754)

Eco01091 (1862)

BsrGI (2058)

Nhel (2159)

Hpal (2297) Mscl (2165)
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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
Neol (560) Xmal (581)
BStEIl (555) Srfl (580)
KasI (535) Agel (552) NgoMIV (576)
501 CTGAGATCACCGGTCACCATGGCCGCCCCGGAGCCGGLLCLCGGGLTGCACCGCCCCC
- 1I* M A A P E P A RAAUPP P

Xmal (622) Tth111I (631)
601 ACCCCCGCCCCCGCCGCCTCCTCCCGGGGCTGACCGCGTCGTCAAAGCTGTCCCTTTCCCCCCAACACATCGCTTGACATCTGAAGAAGTATTTGATTTG
13» p P PP PP PPGADU RVVKAVZPTFZPPTHIR RILTSTETEVTFDIL
Dralll (733)
701 GATGGGATACCCAGGGTTGATGTTCTGAAGAACCACTTGGTGAAAGAAGGTCGAGTAGATGAAGAAATTGCGCTTAGAATTATCAATGAGGGTGCTGCCA
47 D G I P R V D V L K NHL V K E G RV DETETI AL R 1T I NEGAA
Mscl (864)
Dralll (843) Necol (861)
801 TCCTTCGGAGAGAGAAAACCATGATAGAAGTAGAAGCTCCAATCACAGTGTGTGGTGACATCCATGGCCAATTTTTTGATCTGATGAAACTTTTTGAAGT
801 L R R E K T M I E VEAU®P 1 TV CGDI HGA QFTFDULMEKTLFE V
901 AGGAGGATCACCTGCTAATACACGATACCTTTTTCTTGGCGATTATGTGGACAGAGGTTATTTTAGTATAGAGTGTGTCTTATATTTATGGGTTCTGAAG
113 G G S P A NTR Y L F L GDY VDU RSGYTFS 11 ECVLYLWVL K
1001 ATTCTATACCCAAGCACATTATTTCTTCTGAGAGGCAACCATGAATGCAGACACCTTACTGAATATTTTACCTTTAAGCAGGAATGTAAAATTAAGTATT
147 | L Y P S T L F L L RGNWUHETGCRUHLTTETYTFTTFIKQET CTK K I K'Y
1101 CGGAAAGAGTCTATGAAGCTTGTATGGAAGCTTTTGATAGTTTGCCTCTTGCTGCACTTTTAAACCAACAGTTTCTTTGTGTTCATGGTGGACTTTCACC
180S E R VY E A CMEATFDSLPLAALTULN QQQFULT CVHSGSGTLSWP
1201 AGAAATACACACACTGGATGATATTAGGAGATTAGATAGATTCAAAGAGCCACCTGCATTTGGACCAATGTGTGACTTGTTATGGTCCGATCCTTCTGAA
213 E I H T L DD I RRLDU RTFIKEWPPAFG GPMTZCDTULILWMWSDUZP S E
1301 GATTTTGGAAATGAAAAATCACAGGAACATTTTAGTCACAATACAGTTCGAGGATGTTCTTATTTTTATAACTATCCAGCAGTGTGTGAATTTTTGCAAA
247 D F G N E K S Q E HF SHNTUVUZ RSGT CSYFYNYPAVCTETFTLAQ
Clal (1413) BspHI (1428) BsrGI (1457) Asel (1491)
1401 ACAATAATTTGTTATCGATTATTAGAGCTCATGAAGCTCAAGATGCAGGCTATAGAATGTACAGAAAAAGTCAAACTACAGGGTTCCCTTCATTAATAAC
280N N N L L S I I R A HEAQDAGY RMY RIKSQTTGTFU®PS L I T
1501 AATTTTTTCGGCACCTAATTACTTAGATGTCTACAATAATAAAGCTGCTGTATTAAAGTATGAAAATAATGTGATGAATATTCGACAGTTTAACTGTTCT
313 | F S AP NY L DV Y NNJIKAAUVULIKYENNVMNIRIQTFNTCS
XcemI (1600) BbrPI (1638)
1601 CCACATCCTTACTGGTTGCCTAATTTTATGGATGTCTTCACGTGGTCTTTACCGTTTGTTGGAGAAAAAGTGACAGAAATGTTGGTAAATGTTCTGAGTA
347 P H P YWLPNTFMDVFTWSLU®PTFVGEI KV TEMLVNVL S
Pvull (1754)
1701 TTTGCTCTGATGATGAACTAATGACTGAAGGTGAAGACCAGTTTGATGTAGGTTCAGCTGCAGCCCGGAAAGAAATCATAAGAAACAAAATTCGAGCAAT
3801 C S DD ELMTETGET DA QFUDVGSAAARIKTET 1T RNZI K I R A I
EcoO1091 (1862)
1801 TGGCAAGATGGCAAGAGTCTTCTCTGTTCTCAGGGAGGAGAGTGAAAGTGTGCTGACACTCAAGGGCCTGACTCCCACAGGGATGTTGCCTAGTGGAGTG
413 G K M ARV F SV LI RETESESVLTLI KSGLT®PTS GMLUZPS GV
1901 TTAGCTGGAGGACGGCAGACCCTGCAAAGTGCCACAGTTGAGGCTATTGAGGCTGAAAAAGCAATACGAGGATTCTCTCCACCACATAGAATCTGCAGTT
447 L A G G R Q T L Q S A TVEA AI EATEI KA AI RGF S PP HUZ R I C S
BsrGI (2058)
2001 TTGAAGAGGCAAAGGGTTTGGATAGGATCAATGAGAGAATGCCACCTCGGAAAGATGCTGTACAGCAAGATGGTTTCAATTCTCTGAACACCGCACATGC
480*F E E A K G L DR I NERMUPUPRIKIDAVYQQDGTFNZSLNTAWUHA
Mscl (2165)
Nhel (2159)
2101 CACTGAGAACCACGGGACGGGCAACCATACTGCCCAGTGACCCACTACTTCCCAGGGACGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGG
513 T E N H G T G NHTA Q »

Hpal (2297)
2201 ACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTT

EcoRI (2393)
2301 AACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCT
[ -

2401 AAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAAT

2501 GTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAA




Swal (2646)
2601 TGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAG

Eco01091 (2707)
2701 ATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAG

2801 CTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGT
1414 ¢« N R T Y K L P I L E E I T T K V L K G NWME I L VF CDUPAYD
BstXI (2936)
2901 CAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAA
1084 S | L E R CM G CP SV VU RI1I SRDVEUDSY®PHRVAV I TODTF
Stul (3071)
3001 GTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATC
754 D K Q G NS VASGI A1 AEACVTUVRGI Y AET1T HVAS II
3101 TCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCT
414E G T K T R 1 A A GV HHIKNDTEYLMTI KETAVEVLETLDNAQ
BspHI (3221)
XmnlI (3213) Asel (3279)
3201 GCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTG
84 Q S I N F T K M -= ]
3301 GATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGA

Spel (3434)
3401 GTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAA
-

SnaBI (3562)
3500 CCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAG

Ndel (3667)
3600 GTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGG

3700 CAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTC

Sdal (3845)Pacl (3853) BspLU11I (3863)
3800 GTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAA
-

3898 CCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACA

3998 GGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTT

ApaLl (4177)
4098 CGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCA

4198 GCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGC

4298 AGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGC

4398 CAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAG

Pacl (4593)
4498 AAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAA

Eagl (4613)
Swal (4602)  Notl (4612)
4598 TTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCA
4698 AAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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