Sgfl  (6)

Pvul (7)
Mfel (82)
ECOI\IIJI (9164)1061 (203)
sp
N tEiagI 1(5?;;389) HindIII (245)
OSwaI ((6323)) EcoNI (287)
NgoMIV (441)
Pacl (6819 Kasl | (535)
L- /Agel (552)
ApaLI (6403)

EcoRV (757)

Hpal (919)

Pacl (6079) \
hEF1-HTLV prom
Sdal (6071) ! B ori
Ndel (5893)

SnaBI (5788)

Clal (1206)
EcoRI (1219)

Spel  (5660) hPLCG2

hCMV prom BstEIl (1558)

HindIII (1589)

EM7 Fspl (1607)
Bspl1201 (1648)

BsrS2 pUNOl'hPLCG2 I’l\‘]:ﬁll 5116174)(1708)

(7003 bp) Msel (1811)

Stul (1817)
BsaBI (1911)
Bspl201 (1935)
BsrGI (2003)

Asel (5505)
BspHI (5447)
Xmnl (5439)

Stul (5297)

BstXI (5162)

(h) Bglobin p(A)
Swal (4872)

Sspl (4858) -Xmnl (2151)

Neol (2333)
andl (2344)
Sacll (2517)
-Xmal (2552)
BspEI (2573)
Eagl (2655)
NgoMIV (2657)
Dralll (2662)
Eco47III (2783)
Xmal (2968)
Scal (3011)

Sspl (3114)
XcemlI (3227)
Scal (3314)

EcoRI (4619)
Mfel (4534)
Hpal (4523)

Mscl (4391)
Nhel (4385)

Fspl (4229)

BglII (3824)

PshAI (3507)
175 Sall (3475)

¥ InvivoGen



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

KasI (535) Agel (552)

501 CTGAGATCACCGGTCAACATGTCCACCACGGTCAATGTAGATTCCCTTGCGGAATA

- 1M S T T VNV D S L A E Y
601 TGAGAAGAGCCAGATCAAGAGAGCCCTGGAGCTGGGGACGGTGATGACTGTGTTCAGCTTCCGCAAGTCCACCCCCGAGCGGAGAACCGTCCAGGTGATC
13 E K S Q I K R AL ELGTVMTVEFSTFIRIKST®PEIZRIR RTVQVI

EcoRV (757)
701 ATGGAGACGCGGCAGGTGGCCTGGAGCAAGACCGCCGACAAGATCGAGGGCTTCTTGGATATCATGGAAATAAAAGAAATCCGCCCAGGGAAGAACTCCA
47" M E T R Q VA W S K T A DK I E GF L DI M E Il KE T R P G K N S
801 AAGATTTCGAGCGAGCAAAAGCAGTTCGCCAGAAAGAAGACTGCTGCTTCACCATCCTATATGGCACTCAGTTCGTCCTCAGCACGCTCAGCTTGGCAGC
80K D F E R A KA VU RQKEDT CTCTFTI LY GT QF VLS TLSTULAA
Hpal (919)

901 TGACTCTAAAGAGGATGCAGTTAACTGGCTCTCTGGCTTGAAAATCTTACACCAGGAAGCGATGAATGCGTCCACGCCCACCATTATCGAGAGTTGGCTG
113 D S K E DAV NWUL S GULK I L HQEAMNAST®PT I I E S WL
1001 AGAAAGCAGATATATTCTGTGGATCAAACCAGAAGAAACAGCATCAGTCTCCGAGAGTTGAAGACCATCTTGCCCCTGATCAACTTTAAAGTGAGCAGTG
147 R K Q I 'Y S VvV D QTR RIRNJS 11T SLREULIKTI I L PL I NTFIK VS S
1101 CCAAGTTCCTTAAAGATAAGTTTGTGGAAATAGGAGCACACAAAGATGAGCTCAGCTTTGAACAGTTCCATCTCTTCTATAAAAAACTTATGTTTGAACA
180FA K F L K D K F V E I G A HK DE L S F EQFHULTFYKIKILMTFEQ

Clal (1206) EcoRI (1219)
1201 GCAAAAATCGATTCTCGATGAATTCAAAAAGGATTCGTCCGTGTTCATCCTGGGGAACACTGACAGGCCGGATGCCTCTGCTGTTTACCTGCGTGACTTC
213 Q K S | L D E F K K D S S V F |l L GNTWDURU®PUDASAVY L R DF
1301 CAGAGGTTTCTCATACATGAACAGCAGGAGCATTGGGCTCAGGATCTGAACAAAGTCCGTGAGCGGATGACAAAGTTCATTGATGACACCATGCGTGAAA
247" Q R F L I HE Q Q E HWAQDTULNJZKV VR REIRMTI KT F I DDTMR RE
1401 CTGCTGAGCCTTTCTTGTTTGTGGATGAGTTCCTCACGTACCTGTTTTCACGAGAAAACAGCATCTGGGATGAGAAGTATGACGCGGTGGACATGCAGGA
280T A E P F L F VDEFLTYLF S RENSI WDTEIZKYDAVDMAQD

BstEII (1558) HindIII (1589)

1501 CATGAACAACCCCCTGTCTCATTACTGGATCTCCTCGTCACATAACACGTACCTTACAGGTGACCAGCTGCGGAGCGAGTCGTCCCCAGAAGCTTACATC
313 M N NP L S HYWI S S S HNTY LTS GUD QLU RS SESSPEAY.I

Fspl (1607) Bsp1201 (1648) Ncol (1674)
1601 CGCTGCCTGCGCATGGGCTGTCGCTGCATTGAACTGGACTGCTGGGACGGGCCCGATGGGAAGCCGGTCATCTACCATGGCTGGACGCGGACTACCAAGA
347k R C L R M G CUR C I E L DCWUDG®PDGIK®PV I Y HGWTRTTK

Tth111I (1708)
1701 TCAAGTTTGACGACGTCGTGCAGGCCATCAAAGACCACGCCTTTGTTACGTCGAGCTTCCCAGTGATCCTGTCCATCGAGGAGCACTGCAGCGTGGAGCA
3801 K F D DV V QA 1l KDHAFV TS SF®PVI L S 1 EEHTCSVENQ

Stul (1817)
Mscl (1811)

1801 ACAGCGTCACATGGCCAAGGCCTTCAAGGAAGTATTTGGCGACCTGCTGTTGACGAAGCCCACGGAGGCCAGTGCTGACCAGCTGCCCTCGCCCAGCCAG
413 Q R HM A KA F KEVF GDULULULTI KW®PTEASADI QLUPS P SAQ

BsaBI (1911) Bsp120I (1935)
1901 CTGCGGGAGAAGATCATCATCAAGCATAAGAAGCTGGGCCCCCGAGGCGATGTGGATGTCAACATGGAGGACAAGAAGGACGAACACAAGCAACAGGGGG
447 L R E K I 1 I K H K KL GP R GDVDVNMETDTZKTIKTDTEHUHZKQAQG

BsrGI (2003)
2001 AGCTGTACATGTGGGATTCCATTGACCAGAAATGGACTCGGCACTACTGCGCCATTGCCGATGCCAAGCTGTCCTTCAGTGATGACATTGAACAGACTAT
480*E L Y M W D S I D Q KWTW RWHY CAI ADAIKILS ST FSODU DI EQTWM
Xmnl (2151)
2101 GGAGGAGGAAGTGCCCCAGGATATACCCCCTACAGAACTACATTTTGGGGAGAAATGGTTCCACAAGAAGGTGGAGAAGAGGACGAGTGCCGAGAAGTTG
513 E E E VP Q DI P P T E L HF GE KWTFHIKIKVEIKI RTSATE K L
2201 CTGCAGGAATACTGCATGGAGACGGGGGGCAAGGATGGCACCTTCCTGGTTCGGGAGAGCGAGACCTTCCCCAATGACTACACCCTGTCCTTCTGGCGGT
547 L Q E Y CM E T G G K D GTF L VU RESETTFW®PNDYTL S F WR
Ncol (2333) SandI (2344)
2301 CAGGCCGGGTCCAGCACTGCCGGATCCGCTCCACCATGGAGGGCGGGACCCTGAAATACTACTTGACTGACAACCTCACCTTCAGCAGCATCTATGCCCT
580kS G R V Q H C R I R S T M E G G TUL K Y YL TDNLTTFS S I Y AL
2401 CATCCAGCACTACCGCGAGACGCACCTGCGCTGCGCCGAGTTCGAGCTGCGGCTCACGGACCCTGTGCCCAACCCCAACCCCCACGAGTCCAAGCCGTGG
613 | Q H Y R E T HL R CATETFELI RLTDU®PVPNUPNPHTESIKTUPW
SacIl (2517) Xmal (2552) BspEI (2573)
2501 TACTATGACAGCCTGAGCCGCGGAGAGGCAGAGGACATGCTGATGAGGATTCCCCGGGACGGGGCCTTCCTGATCCGGAAGCGAGAGGGGAGCGACTCCT
647 Y Y D S L S R G E A EDMULMT® RI P RDGATFIL I RKZ RTETGSDS
Dralll (2662)
NgoMIV (2657)
Eagl (2655)
2601 ATGCCATCACCTTCAGGGCTAGGGGCAAGGTAAAGCATTGTCGCATCAACCGGGACGGCCGGCACTTTGTGCTGGGGACCTCCGCCTATTTTGAGAGTCT
680kY A I T F R A R G K V KHCU R I NRDU GRHTFVLGTSAYFE S L



Ecod7II1 (2783)
2701 GGTGGAGCTCGTCAGTTACTACGAGAAGCATTCACTCTACCGAAAGATGAGACTGCGCTACCCCGTGACCCCCGAGCTCCTGGAGCGCTACAATATGGAA
713 v E L VS Y Y E K H S L YR KMR®RULWRY PV TU®PETILTILTETRYNME
2801 AGAGATATAAACTCCCTCTACGACGTCAGCAGAATGTATGTGGATCCCAGTGAAATCAATCCGTCCATGCCTCAGAGAACCGTGAAAGCTCTGTATGACT
747» R D I N S L Y DV S RMY VDZPJSEI NPSMPI QRTVIKA ATLYTD
Xmal (2968)
2901 ACAAAGCCAAGCGAAGCGATGAGCTGAGCTTCTGCCGTGGTGCCCTCATCCACAATGTCTCCAAGGAGCCCGGGGGCTGGTGGAAAGGAGACTATGGAAC
780rY K A K R S DEVLSTFCRGALI HNVSIKTEZPGGWMWIKTGTUDYGT
Scal (3011)
3001 CAGGATCCAGCAGTACTTCCCATCCAACTACGTCGAGGACATCTCAACTGCAGACTTCGAGGAGCTAGAAAAGCAGATTATTGAAGACAATCCCTTAGGG
813»* R I Q Q Y F P SNYVEDI STADTFTETETLE K QI I E D N P L G
Sspl (3114)
3101 TCTCTTTGCAGAGGAATATTGGACCTCAATACCTATAACGTCGTGAAAGCCCCTCAGGGAAAAAACCAGAAGTCCTTTGTCTTCATCCTGGAGCCCAAGC
847 S L C R G I L DL NTYNVVKAPAO QG KN QKSTFVF 1l L E P K
Xeml (3227)
3201 AGCAGGGCTATCCTCCGGTGGAGTTTGCCACAGACAGGGTGGAGGAGCTCTTTGAGTGGTTTCAGAGCATCCGAGAGATCACCTGGAAGATTGACACCAA
88*Q Q G Y P P VE F A TDW RVETETLTFEMWTFOQS 1T RE I TWHIK I DTK
Scal (3314)
3301 GGAGAACAACATGAAGTACTGGGAGAAGAACCAGTCCATCGCCATCGAGCTCTCTGACCTGGTTGTCTACTGCAAACCAACCAGCAAAACCAAGGACAAC
913 E N N M K Y W E K N Q S I Al E L S DLV VY CKU®PTSKTIKDN
Sall (3475)
3401 TTAGAAAATCCTGACTTCCGAGAAATCCGCTCCTTTGTGGAGACGAAGGCTGACAGCATCATCAGACAGAAGCCCGTCGACCTCCTGAAGTACAATCAAA
947 L E N P D F R E I R S F V E T K A D S 1 I R Q K PV DL L K Y NAQ
PshAI (3507)
3501 AGGGCCTGACCCGCGTCTACCCAAAGGGACAAAGAGTTGACTCTTCAAACTACGACCCCTTCCGCCTCTGGCTGTGCGGTTCTCAGATGGTGGCACTCAA
980K G L T R VY P K G QR VDS SNYDUZPTF RLWLT CGSAQMVALN
3601 TTTCCAGACGGCAGATAAGTACATGCAGATGAATCACGCATTGTTTTCTCTCAACGGGCGCACGGGCTACGTTCTGCAGCCTGAGAGCATGAGGACAGAG
1013 F Q T A D K Y M Q M NHALTFSLNGRTS GY VL QPESMTR RTE
3701 AAATATGACCCGATGCCACCCGAGTCCCAGAGGAAGATCCTGATGACGCTGACAGTCAAGGTTCTCGGTGCTCGCCATCTCCCCAAACTTGGACGAAGTA
1047 K Y D P M P P E S QR K Il LM TULTVIKVLGARUHTLU®PIKTILGTR RS
BglII (3824)
3801 TTGCCTGTCCCTTTGTAGAAGTGGAGATCTGTGGAGCCGAGTATGACAACAACAAGTTCAAGACGACGGTTGTGAATGATAATGGCCTCAGCCCTATCTG
1080k A C P F V E V E I C GA E Y DNNIKT FIKTTVVNDNGTL S P I W
3901 GGCTCCAACACAGGAGAAGGTGACATTTGAAATTTATGACCCAAACCTGGCATTTCTGCGCTTTGTGGTTTATGAAGAAGATATGTTCAGCGATCCCAAC
1113 A P T Q E K VT F E I Y D P NL A F L RF V VY ETEDMMTFSDUPN
4001 TTTCTTGCTCATGCCACTTACCCCATTAAAGCAGTCAAATCAGGATTCAGGTCCGTTCCTCTGAAGAATGGGTACAGCGAGGACATAGAGCTGGCTTCCC
1147 F L A H A T Y P I K AV K S GFR S VZPLIKNGYSEWDI E L A'S
4101 TCCTGGTTTTCTGTGAGATGCGGCCAGTCCTGGAGAGCGAAGAGGAACTTTACTCCTCCTGTCGCCAGCTGAGGAGGCGGCAAGAAGAACTGAACAACCA
1180kL L V F C E M R P V L E S E E E L Y S S CR QLRI RI R QETETLNNAQ
Fspl (4229)
4201 GCTCTTTCTGTATGACACACACCAGAACTTGCGCAATGCCAACCGGGATGCCCTGGTTAAAGAGTTCAGTGTTAATGAGAACCAGCTCCAGCTGTACCAG
1213 L F L Y D T H Q NL R NA NR DALV KETF SV NZENA QLQL Y Q
Mscl (4391)
Nhel (4385)
4301 GAGAAATGCAACAAGAGGTTAAGAGAGAAGAGAGTCAGCAACAGCAAGTTTTACTCATAGAAGCTGGGGTATGTGTGTAAGGGTAGCTAGCTGGCCAGAC
1247 E K C N K R L R E K R V S N S K F Y S e
4401 ATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAA

Hpal (4523)  Mfel (4534)
4501 CCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAA

EcoRI (4619)
4601 CCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGG
[ -

4701 CATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACT

Sspl (4858) Swal (4872)
4801 AGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATA

4901 AATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAAT

5001 TGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAAT
4494 ¢ N R T Y K L P I L E E I T T K V L K G N M E
BstXI (5162)
5101 GAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGG
11274 L V F ¢ D P A Y DS I L ERCMSGT C®PSVVZR 1 SRDVETDTSYTP
Stul (5297)
5201 TGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGG
834H R V A V I T D F DK QGNJSVASGI A I A EACVTVZRGI Y A
5301 CCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGT
504 E I H V A S | Il E G T K TR 1T A A GV HUHIKNWDEYLMT I KE T
BspHI (5447)
Xmnl (5439)
5401 GGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGC
174 AV E V L E L D Q QS I NTFTIK M-




Asel (5505)
5501 CGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTA
]

Spel  (5660)
5601 CCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGG
-

SnaBI (5788)
5700 AGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGT

Ndel (5893)
5800 ACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATG

5900 ATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTC

Sdal  (6071)Pacl (6079)
6000 ATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGA
PR

6098 GCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCT

6198 CAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTAC

6298 CGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTG

ApaLI (6403)
6398 GGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGG

6498 CAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGT

6598 ATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTT

6698 GTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTT

Eagl (6839)
Pacl (6819) Swal (6828)  Notl (6838)
6798 AAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAA

6898 TCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCT
6998 ATCGAA
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