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Pvul (7)
Sgfl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

NgoMI (441)

Nael (441)
401

SphI (560) Sfil  (576)
Kasl (535) Agel (552) Bsp120I (575) Dralll (588)

501 CTGAGATCACCGGTCAGCATGCAGCCGAGGTGGGCCCAAGGGGCCACGATGTGGCT

- 1M Q P RWAQGATMWL
601 TGGAGTCCTGCTGACCCTTCTGCTCTGTTCAAGCCTTGAGGGTCAAGAAAACTCTTTCACAATCAACAGTGTTGACATGAAGAGCCTGCCGGACTGGACG
13 G v L L T LLULTCS S SULEG G QENST FTI NSVDMIKSTLUPIDWT

701 GTGCAAAATGGGAAGAACCTGACCCTGCAGTGCTTCGCGGATGTCAGCACCACCTCTCACGTCAAGCCTCAGCACCAGATGCTGTTCTATAAGGATGACG
47k V. Q N G K N L T L QCFADVSTTSHVIKU®PQHAQMULTFYKDTD
BspEI (857)
801 TGCTGTTTTACAACATCTCCTCCATGAAGAGCACAGAGAGTTATTTTATTCCTGAAGTCCGGATCTATGACTCAGGGACATATAAATGTACTGTGATTGT
8oV L F Y NI S S M K S TESY F I PEVZ Rl YDSGTYI KT CTUV I V
901 GAACAACAAAGAGAAAACCACTGCAGAGTACCAGGTGTTGGTGGAAGGAGTGCCCAGTCCCAGGGTGACACTGGACAAGAAAGAGGCCATCCAAGGTGGG
113 N N K E K T T A E Y Q VL VEGVZPSUPRVTLUDIZKIKTEAI QGG
EcoO1091 (1034)
1001 ATCGTGAGGGTCAACTGTTCTGTCCCAGAGGAAAAGGCCCCAATACACTTCACAATTGAAAAACTTGAACTAAATGAAAAAATGGTCAAGCTGAAAAGAG
147 | V R V N C S V P E E KA P I HF T Il E KL EULNTEIKMVK L KR
Xhol (1109) BamHI
1101 AGAAGAATTCTCGAGACCAGAATTTTGTGATACTGGAATTCCCCGTTGAGGAACAGGACCGCGTTTTATCCTTCCGATGTCAAGCTAGGATCATTTCTGG
180FE K N S R D Q N F V I L E F P V EEQDU RVLSTFRT COQARI I SG
Ndel (1204) BstEII (1239)
1201 GATCCATATGCAGACCTCAGAATCTACCAAGAGTGAACTGGTCACCGTGACGGAATCCTTCTCTACACCCAAGTTCCACATCAGCCCCACCGGAATGATC
213 | H M Q T S E S T K S E L VTV TES ST FST®PIKTFHI S PTGMI
ApaLl (1326)
1301 ATGGAAGGAGCTCAGCTCCACATTAAGTGCACCATTCAAGTGACTCACCTGGCCCAGGAGTTTCCAGAAATCATAATTCAGAAGGACAAGGCGATTGTGG
247" M E G A Q L HI K CT 1 QVTHLAIQETFU®PETIlIl I QKDKAI V
Ncol (1442) Eco721 (1467)
Mscl (1439) BbrPI (1467)
1401 CCCACAACAGACATGGCAACAAGGCTGTGTACTCAGTCATGGCCATGGTGGAGCACAGTGGCAACTACACGTGCAAAGTGGAGTCCAGCCGCATATCCAA
280kA H N R H G N K A VY S VMAMVEHSGNYTU CIKVES SR I S K
1501 GGTCAGCAGCATCGTGGTCAACATAACAGAACTATTTTCCAAGCCCGAACTGGAATCTTCCTTCACACATCTGGACCAAGGTGAAAGACTGAACCTGTCC
313 v S S I V.V N I T E L F S K P E L E S S F T HULDI QGTER R L NL S
1601 TGCTCCATCCCAGGAGCACCTCCAGCCAACTTCACCATCCAGAAGGAAGATACGATTGTGTCACAGACTCAAGATTTCACCAAGATAGCCTCAAAGTCGG
3470 C S 1 P GA PP ANTFTI QK EDTI VS QTAQDTFTIK 1 A S K S
1701 ACAGTGGGACGTATATCTGCACTGCAGGTATTGACAAAGTGGTCAAGAAAAGCAACACAGTCCAGATAGTCGTATGTGAAATGCTCTCCCAACCCAGGAT
380D S G T Y I C T A G I DKV VK K SNTUVAQIl VVCEMLSAQZPRI
Clal (1857)
1801 TTCTTATGATGCCCAGTTTGAGGTCATAAAAGGACAGACCATCGAAGTCCGTTGCGAATCGATCAGTGGAACTTTGCCTATTTCTTACCAACTTTTAAAA
413 S Y DA QF E VI K G6GQTI1 EVU R CETS ST SGTULU®P I SY QL L K
1901 ACAAGTAAAGTTTTGGAGAATAGTACCAAGAACTCAAATGATCCTGCGGTATTCAAAGACAACCCCACTGAAGACGTCGAATACCAGTGTGTTGCAGATA
447 T S K VL E N S T K NS NDUPAVF KDNWPTTETDVEYQCVATD
BsiBI (2073)
BsaBI (2073)
2001 ATTGCCATTCCCACGCCAAAATGTTAAGTGAGGTTCTGAGGGTGAAGGTGATAGCCCCGGTGGATGAGGTCCAGATTTCTATCCTGTCAAGTAAGGTGGT
480N C H S H A KM L SE VLI RVIKUVI APVDEUWVAQI SI1I L S S K VYV
2101 GGAGTCTGGAGAGGACATTGTGCTGCAATGTGCTGTGAATGAAGGATCTGGTCCCATCACCTATAAGTTTTACAGAGAAAAAGAGGGCAAACCCTTCTAT
513 E S G E DI VLQCAVNESGSSG®P 1 TYKTFYIREIZKTESGTIKUPFY
2201 CAAATGACCTCAAATGCCACCCAGGCATTTTGGACCAAGCAGAAGGCTAACAAGGAACAGGAGGGAGAGTATTACTGCACAGCCTTCAACAGAGCCAACC
547 Q M T S NA T QA F WTIKQKANIKTEI QEGEY Y CTATFNZRA AN
Ncol (2353)
2301 ACGCCTCCAGTGTCCCCAGAAGCAAAATACTGACAGTCAGAGTCATTCTTGCCCCATGGAAGAAAGGACTTATTGCAGTGGTTATCATCGGAGTGATCAT
580kH A S S VvV P R S K I L T VR VI L APWIKIKTGTLI AV VI I GV I I
2401 TGCTCTCTTGATCATTGCGGCCAAATGTTATTTTCTGAGGAAAGCCAAGGCCAAGCAGATGCCAGTGGAAATGTCCAGGCCAGCAGTACCACTTCTGAAC
613 A L L I I A A K CY F L R KAIKAIKI QM®PVEMSI RZPAVZPILLN
Tth111I (2560)
2501 TCCAACAACGAGAAAATGTCAGATCCCAATATGGAAGCTAACAGTCATTACGGTCACAATGACGATGTCG GAAACCATGCAATGAAACCAATAAATGATA
647 S N N E K M S DP NMEANZSHY GHNDUDV GNUHAMTEK®P I ND



Pvull (2651) Bglll (2667) BsrGI (2696)
2601 ATAAAGAGCCTCTGAACTCAGACGTGCAGTACACGGAAGTTCAAGTGTCCTCAGCTGAGTCTCACAAAGATCTAGGAAAGAAGGACACAGAGACAGTGTA
680N K E P L NS DV QY TEVQV S SATESUHI KT DTLTGT KT KT DTTETVY
BspEI (2708) Xbal (2746) AvrIl (2799)
2701 CAGTGAAGTCCGGAAAGCTGTCCCTGATGCCGTGGAAAGCAGATACTCTAGAACGGAAGGCTCCCTTGATGGAACTTAGACAGCAAGGCCAGATGCACAC
713 S E VR K A VP DA V E SR Y SRTETGSTILTDTGT e
Msel (2811)
2801 CTAGGACTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGA

Hpal (2943)
2901 TGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAG

3001 GTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCT
L -

3101 TTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGT

Sspl  (3278) Swal (3292)
3201 ATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAAT

Eco01091 (3353)
3301 ACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACA

3401 AAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACC
4414 ¢ N R T Y K L P I L E E I T T K V
BstXI (3582)

3501 AGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGT
123dL K G NM E I L VF CDPAYDS 11 L ERTC CMSGT C®PSVVUR Il SRTD
3601 CCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGAC
94 V E D S Y P H R VA V I T DF DIKIQGNSVASGI A1 A EATCV

Stul (3717)
Ecol1471 (3717)
3701 AGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAG
574 T VR G I Y A E I HV A S 1l I EGTIKTW RI A AGVHHIKNDE'Y
BspHI (3867)
XmnlI (3859)
3801 AGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTAT
234 M T | K E T AV E VL ELDAI QQS I NFTIKM=-
Vspl (3925)
Asel (3925)
3901 ACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAG
]

Spel (4080)
4000 ACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTC
-

4099 CCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAG

SnaBI (4208)
Ecol051 (4208)
4199 CGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAAT

Ndel (4313)
4299 AGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGC

Sdal (4491)
4399 GTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCA

Pacl (4499) BspLU11I (4509)
4498 GGTT AATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACG
e

4597 AGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCC

4697 TGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTG

ApaLl (4823)
4797 TAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAA

4897 GACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTA

4997 CGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACC

5097 GCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTC

Eagl (5259)
PacI (5239) Swal (5248) NotI (5258)
5197 AGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTG

5297 TGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTG
5397 CAGGTGCCAGAACATTTCTCTATCGA
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