Agel (552)
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1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
401
BspHI (560)
Agel (552)
501 CTGAGATCACCGGTCATCATGACATCGCCCCAGCTAGAGTGGACTCTGCAGACCCT
- 1I*M T S PQ L EWT LQT L

601 TCTGGAGCAGCTGAACGAGGATGAATTAAAGAGTTTCAAATCCCTTTTATGGGCTTTTCCCCTCGAAGACGTGCTACAGAAGACCCCATGGTCTGAGGTG
13 L EQ LN EDETLI K SFK SLLWATFPLEDVILQKTPW S EV
701 GAAGAGGCTGATGGCAAGAAACTGGCAGAAATTCTGGTCAACACCTCCTCAGAAAATTGGATAAGGAATGCGACTGTGAACATCTTGGAAGAGATGAATC
47" E E A D G K K LA E I LVNTSSENW I RNATVN Il L EEMN
801 TCACGGAATTGTGTAAGATGGCAAAGGCTGAGATGATGGAGGACGGACAGGTGCAAGAAATAGATAATCCTGAGCTGGGAGATGCAGAAGAAGACTCGGA
kL T E L C KM AKAEMMTEDGA QVQE I DNJZPELGDATETETD S E
901 GTTAGCAAAGCCAGGTGAAAAGGAAGGATGGAGAAATTCAATGGAGAAACAATCTTTGGTCTGGAAGAACACCTTTTGGCAAGGAGACATTGACAATTTC
113 L A K P G E K EGW RN SM EK QS LVWIKNTFWAOQGHD I DN F
1001 CATGACGACGTCACTCTGAGAAACCAACGGTTCATTCCATTCTTGAATCCCAGAACACCCAGGAAGCTAACACCTTACACGGTGGTGCTGCACGGCCCCG
147 H D D VT L R NQ R F I P F LNWPRTWPRIKILTW®PYTVV LHG?P
1101 CAGGCGTGGGGAAAACCACGCTGGCCAAAAAGTGTATGCTGGACTGGACAGACTGCAACCTCAGCCCGACGCTCAGATACGCGTTCTACCTCAGCTGCAA
189FA G V G K T T L AK K CMLDWTWDT CNTULSU®PTILUR RYATFYL SCHK
1201 GGAGCTCAGCCGCATGGGCCCCTGCAGTTTTGCAGAGCTGATCTCCAAAGACTGGCCTGAATTGCAGGATGACATTCCAAGCATCCTAGCCCAAGCACAG
23 E L S RM G P C S FAEL I SKDWU&PELQDT D I P S I L AQARQ
1301 AGAATCCTGTTCGTGGTCGATGGCCTTGATGAGCTGAAAGTCCCACCTGGGGCGCTGATCCAGGACATCTGCGGGGACTGGGAGAAGAAGAAGCCGGTGC
247 R 1 L FV VDGLDEULIKVPPGAL I QD I CGDWEKK K PV
1401 CCGTCCTCCTGGGGAGTTTGCTGAAGAGGAAGATGTTACCCAGGGCAGCCTTGCTGGTCACCACGCGGCCCAGGGCACTGAGGGACCTCCGGATCCTGGC
280kP V L L G S L LK RKMULUZPRAALILVTTIRUPIRALRDTILI R I LA
1501 GCAGCAGCCGATCTACGTAAGGGTGGAGGGCTTCCTGGAGGAGGACAGGAGGGCCTATTTCCTGAGACACTTTGGAGACGAGGACCAAGCCATGCGTGCC
33 Q Q P I ' YV RV EG F L EEDI RI RAY FLRHTFGDEDA QAMTR RA
1601 TTTGAGCTAATGAGGAGCAACGCGGCCCTGTTCCAGCTGGGCTCGGCCCCCGCGGTGTGCTGGATTGTGTGCACGACTCTGAAGCTGCAGATGGAGAAGG
347 F E L M R S NA AL FQLGSAPAVCW IV CTTILIKTILAQMEK
1701 GGGAGGACCCGGTCCCCACCTGCCTCACCCGCACGGGGCTGTTCCTGCGTTTCCTCTGCAGCCGGTTCCCGCAGGGCGCACAGCTGCGGGGCGCGCTGCG
380G E D PV PT C LT RTSG L FLIRT FULT CS SR RTFUPQGAQLUZ RGATLTR
1801 GACGCTGAGCCTCCTGGCCGCGCAGGGCCTGTGGGCGCAGATGTCCGTGTTCCACCGAGAGGACCTGGAAAGGCTCGGGGTGCAGGAGTCCGACCTCCGT
413+ T L S L L AAQGLWAQM SV FHREDLERLSGVQESDTLR
1901 CTGTTCCTGGACGGAGACATCCTCCGCCAGGACAGAGTCTCCAAAGGCTGCTACTCCTTCATCCACCTCAGCTTCCAGCAGTTTCTCACTGCCCTGTTCT
447 L F L D G D I L RQDU RV SKGTCYSTF I HULSTFQQFLTAWLTF
2001 ACACCCTGGAGAAGGAGGAGGGGGAGGACAGGGACGGCCACGCCTGGGACATCGGGGACGTACAGAAGCTGCTTTCCGGAGAAGAAAGACTCAAGAACCC
480kY T L E K E E G ED RD GHAWUD I GDV QK L L SGETER RTLTE KNP
2101 CGACCTGATTCAAGTAGGACACTTCTTATTCGGCCTCGCTAACGAGAAGAGAGCCAAGGAGTTGGAGGCCACTTTTGGCTGCCGGATGTCACCGGACATC
53 D L I Q VGH F L FGULANTEIKI RAKTELTEATTFGTCRMS PD I
2201 AAACAGGAATTGCTGCAATGCAAAGCACATCTTCATGCAAATAAGCCCTTATCCGTGACCGACCTGAAGGAGGTCTTGGGCTGCCTGTATGAGTCTCAGG
547 K Q E L L Q C K AHLHANZK ®PL SV TDILIKTEV LGS CTULYESAQ
2301 AGGAGGAGCTGGCGAAGGTGGTGGTGGCCCCGTTCAAGGAAATTTCTATTCACCTGACAAATACTTCTGAAGTGATGCATTGTTCCTTCAGCCTGAAGCA
580*E E E L A KV V V A P F K E I S I HLTNTSEVMHTCS ST F S LKH
2401 TTGTCAAGACTTGCAGAAACTCTCACTGCAGGTAGCAAAGGGGGTGTTCCTGGAGAATTACATGGATTTTGAACTGGACATTGAATTTGAAAGGTGCACT
613 C Q D L Q K L S LQVAKZ GV FLENYMDTFTETVLHD I EFERTCT
2501 TACCTAACCATTCCGAACTGGGCTCGGCAGGATCTTCGCTCTCTTCGCCTCTGGACAGATTTCTGCTCTCTCTTCAGCTCAAACAGCAACCTCAAGTTTC
647# Y L T I P NW A RQD LR S LRLWTDT FCSULTFSSNSNILKF
2601 TGGAAGTGAAACAAAGCTTCCTGAGTGACTCTTCTGTGCGGATTCTTTGTGACCACGTAACCCGTAGCACCTGTCATCTGCAGAAAGTGGAGATTAAAAA
680kL E V K Q S F L SD S SV R I LCDMHVYVYTRSTU CHTLA QZKVE I KN
2701 CGTCACCCCTGACACCGCGTACCGGGACTTCTGTCTTGCTTTCATTGGGAAGAAGACCCTCACGCACCTGACCCTGGCAGGGCACATCGAGTGGGAACGC
73 v T P D T A Y RD FCULATF I GKKTLTHTULTULAGH I EWER
2801 ACGATGATGCTGATGCTGTGTGACCTGCTCAGAAATCATAAATGCAACCTGCAGTACCTGAGGTTGGGAGGTCACTGTGCCACCCCGGAGCAGTGGGCTG
747 T MM LM L CDULUL RNHIKTECNILAOQYLRULGGHT CATU®PEA QWA
2901 AATTCTTCTATGTCCTCAAAGCCAACCAGTCCCTGAAGCACCTGCGTCTCTCAGCCAATGTGCTCCTGGATGAGGGTGCCATGTTGCTGTACAAGACCAT
789*E F F Y V L K ANQSLIKHTULU RLSANVILILDEGAMILTLYZKTM
3001 GACACGCCCAAAACACTTCCTGCAGATGTTGTCGTTGGAAAACTGTCGTCTTACAGAAGCCAGTTGCAAGGACCTTGCTGCTGTCTTGGTTGTCAGCAAG
83 T R P K H F LQMIULSLENTZ CRILTEASTCIKUDILAAV LV YV SK
3101 AAGCTGACACACCTGTGCTTGGCCAAGAACCCCATTGGGGATACAGGGGTGAAGTTTCTGTGTGAGGGCTTGAGTTACCCTGATTGTAAACTGCAGACCT
847 K L T H L C L AKNUP I GDTGV K FLCEGTULSYPDT CIKILAQT
3201 TGGTGTTACAGCAATGCAGCATAACCAAGCTTGGCTGTAGATACCTCTCAGAGGCGCTCCAAGAAGCCTGCAGCCTCACAAACCTGGACTTGAGTATCAA
8oL V L Q Q C S I T K LG CHRYULSEALOQEACSTULTNILHDTLS IN



3301 CCAGATAGCTCGTGGATTGTGGATTCTCTGTCAGGCGTTAGAGAATCCAAACTGTAACCTAAAACACCTACGCCTCTGGAGCTGCTCCCTCATGCCTTTC
913 Q I AR G LW I L CQALENUPNTZ CNILIKMHLI RLWSCSLMUPTF
3401 TATTGTCAGCATCTTGGATCTGCTCTCCTCAGCAATCAGAAGCTTGAAACTCTGGACCTGGGCCAGAATCATTTGTGGAAGAGTGGCATAATTAAGCTCT
947k Y C Q H L G S A L L SN QIK L ETULDULGA QNUHILWIKSG I I K L
3501 TTGGGGTTCTAAGACAAAGAACTGGATCCTTGAAGATACTCAGGTTGAAGACCTATGAAACTAATTTGGAAATCAAGAAGCTGTTGGAGGAAGTGAAAGA
9%%FF G V L RQ R TG S L K I L RLKTYETNIULTE I KK L L EEV K E

Nhel (3689)
3601 AAAGAATCCCAAGCTGACTATTGATTGCAATGCTTCCGGGGCAACGGCACCTCCGTGCTGTGACTTTTTTTGCTGAGCAGCCTGGGATCGCTAGCTGGCC
19013 K N P K L T I D C N ASGATAUPUPT CT CTUDF F C o —_—
3701 AGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTT

3801 GTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGT

3901 AAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAAT
- <

4001 AAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTG

4101 AACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAA

4201 AATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAG

4301 AAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCT
494 ¢ N R T Y K L P I L E E I T T K V L K G N M E
4401 CAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTA
12864 | L V F C D PAYDS I LERCMGT C®PSVVR I SRDVEDSY
4501 GGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATG
84 P H RV AV I T D FDIKQGNSVASG I A I A EACV TV RG I
4601 TAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCT
5144y A E I HV A S I | EGTK TR I AAGV HHIKNDTEYLMT I K E
4701 CAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACT
184 T AV EV L ELDQQS I NFTKM=-
4801 ATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACG
-
4901 CCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGG
-
5001 TGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGA

5101 TGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCAT

5201 ATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATAC

5301 GTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTG
-

5401 AGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGC

5501 TCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTA

5601 CCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCT

5701 GGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTG

5801 GCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAG

5901 TATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTT

6001 TGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGT

6101 TAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGA

6201 ATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTC
6301 TATCGAA
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