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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
NgoMI  (441)
Nael (441)
401
BspLU11I (560)
KasI (535) Agel (552) Eagl (572)
501 CTGAGATCACCGGTCAACATGTTCCAGGCGGCCGAGCGCCCCCAGGAGTGGGCCAT
> 1¥Me tPheGl nAl aAl aGl uArgP roGl nGluTrpAl aMe

Bsp120I  (603) BsrBI (628)
601 GGAGGGCCCCCGCGACGGGCTGAAGAAGGAGCGGCTACTGGACGACCGCCACGACAGCGGCCTGGACTCCATGAAAGACGAGGAGTACGAGCAGATGGTC
13k tGluGlyProArgAspGlyLeulLysLysGl uArgLeuLeuAspAspArgHi sAspSer Gl yLeuAspSer MetLysAspGl uGl uTyrGluGlnMetVal
Pstl (706) Xhol (721)
701 AAGGAGCTGCAGGAGATCCGCCTCGAGCCGCAGGAGGTGCCGCGCGGCTCGGAGCCCTGGAAGCAGCAGCTCACCGAGGACGGGGACTCGTTCCTGCACT
47k LysGluLeuGInGlul l eArgLeuGluProGlnGluValProArgGlySerGluProTrpLysGlnGlnLeuThr Gl uAspGl yAspSer PhelLeuHisL
PstI (889)
801 TGGCCATCATCCATGAAGAAAAGGCACTGACCATGGAAGTGATCCGCCAGGTGAAGGGAGACCTGGCCTTCCTCAACTTCCAGAACAACCTGCAGCAGAC
80FeuAlallelleHisGluGluLysAlaLeuThrMetGluVallleArgGlnValLysGlyAspLeuAl aPheLeuAsnPheGl nAsnAsnLeuGlnGInTh
Sacl (973)
901 TCCACTCCACTTGGCTGTGATCACCAACCAGCCAGAAATTGCTGAGGCACTTCTGGGAGCTGGCTGTGATCCTGAGCTCCGAGACTTTCGAGGAAATACC
113krProLeuHisLeuAlaVallleThrAsnGInProGlul | eAl aGluAl aLeuLeuGlyAl aGl yCysAspProGluLeuArgAspPheArgGl yAsnThr
Tth111I (1050)
1001 CCCCTACACCTTGCCTGTGAGCAGGGCTGCCTGGCCAGCGTGGGAGTCCTGACTCAGTCCTGCACCACCCCGCACCTCCACTCCATCCTGAAGGCTACCA
147k ProLeuHisLeuAl aCysGl uGl nGlyCysLeuAl aSer Val Gl yVal LeuThr Gl nSer CysThr Thr ProHi sLeuHisSer | leLeuLysAlaThrA
Pmll (1113)
Eco72I (1113)
BbrPI (1113)
1101 ACTACAATGGCCACACGTGTCTACACTTAGCCTCTATCCATGGCTACCTGGGCATCGTGGAGCTTTTGGTGTCCTTGGGTGCTGATGTCAATGCTCAGGA
180F snTyrAsnGl yHi sThr CysLeuHisLeuAlaSer | leHisGlyTyrLeuGlylleValGlulLeuLeuValSerLeuGlyAlaAspValAsnAl aGlnGl
1201 GCCCTGTAATGGCCGGACTGCCCTTCACCTCGCAGTGGACCTGCAAAATCCTGACCTGGTGTCACTCCTGTTGAAGTGTGGGGCTGATGTCAACAGAGTT
213k uProCysAsnGlyArgThr Al aLeuHi sLeuAl aValAspLeuGl nAsnProAspLeuVal Ser LeuLeulLeulLysCysGlyAl aAspValAsnArgVal
Xmnl (1384)
1301 ACCTACCAGGGCTATTCTCCCTACCAGCTCACCTGGGGCCGCCCAAGCACCCGGATACAGCAGCAGCTGGGCCAGCTGACACTAGAAAACCTTCAGATGC
247k Thr TyrGInGlyTyrSerProTyrGlnLeuThr TrpGl yArgProSer ThrArgl 1 eGI nGI nGl nLeuGl yGl nLeuThr LeuGl uAsnLeuGl nMe tL
1401 TGCCAGAGAGTGAGGATGAGGAGAGCTATGACACAGAGTCAGAGTTCACGGAGTTCACAGAGGACGAGCTGCCCTATGATGACTGTGTGTTTGGAGGCCA
280F euProGluSer Gl uAspGl uGl uSer TyrAspThr Gl uSer Gl uPheThr Gl uPheThr Gl uAspGl uLeuP roTyrAspAspCysVal PheGl yGl yGl
Nhel (1533)
1501 GCGTCTGACGTTATGAGTGCAAAGGGGCTGAAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAA
313k nArgLeuThrLeueee

Hpal (1671) Mfel (1682)
1601 AAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTAT

EcoRI (1767)
1701 GTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAAC
- -

1801 CTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACC

1901 TTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTT

SspI  (2006) Swal (2020)
2001 TAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCC

2101 CCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGG
+4-14 eoeAsnArgThr TyrLysLeuPro
2201 GATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCA
13341 leLeuGluGlul leThr ThrLysVal LeuLysGl yAsnMetGlul | eLeuVal PheCysAspProAl aTyrAspSer |l eLeuGluArgCysMetGlyC
BstXI (2310)
2301 CAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAG
994ysProSerValValArgl leSerArgAspVal Gl uAspSer TyrProHisArgValAlaVal | | eThrAspPheAspLysGl nGl yAsnSer ValAl aSe
Stul (2445)

Ecold71 (2445)
2401 ACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGC
664rGlylleAlalleAlaGluAlaCysVal ThrValArgGlylleTyrAlaGlulleHisValAlaSer|lelleGluGlyThrLysThrArglleAlaAla




BspHI (2595)
Xmnl (2587)
2501 CCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATG
334GlyValHisHisLysAsnAspGluTyrLeuMetThr | leLysGluThrAlaValGluValLeuGl uLeuAspGInGlInSer || eAsnPheThrLysMe t--
Vspl (2653)
Asel (2653)
2601 ATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGG
-

2701 TTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCC

Spel (2808)
2801 GTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACT
S -

SnaBI (2936)
Ecol051 (2936)
2900 GCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGC

Ndel (3041)
3000 GGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCAT

3100 TGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCAT

Sdal (3219)Pacl (3227) BspLU11I (3237)
3200 TTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGT
-

3298 TTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCC

3398 CCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGC

ApaLI (3551)
3498 TCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTA

3598 ACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTAC

3698 AGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGT

3798 AGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTT

Eagl (3987)
Pacl (3967) Swal (3976)  Notl (3986)
3898 TGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAAT

3998 AAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAG
4098 CAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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