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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
SphI (560)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCAGCATGCAGCTGAGAAAAATGCAGACCGTCAAAAAGGAGCA
- 1I* M Q L R KM QT V K K E Q

XcemlI (614)
601 GGCGTCTCTTGATGCCAGTAGCAATGTGGACAAGATGATGGTCCTTAATTCTGCTTTAACGGAAGTGTCAGAAGACTCCACAACAGGTGAGGAGCTGCTT
13 A S L DA S SNVDIKMMVLNSALTTEVSEHUDSTTGTEELL
701 CTCAGTGAAGGAAGTGTGGGGAAGAACAAATCTTCTGCATGTCGGAGGAAACGGGAATTCATTCCTGATGAAAAGAAAGATGCTATGTATTGGGAAAAAA
47 L S E G S V G K N K S S A CRIRIKW RETF Il PDEIKIKUDAMYWE K
BglIl (826) Sall (842)
801 GGCGGAAAAATAATGAAGCTGCCAAAAGATCTCGTGAGAAGCGTCGACTGAATGACCTGGTTTTAGAGAACAAACTAATTGCACTGGGAGAAGAAAACGC
80R R K NN E A A KR SR EIKW R RLNDILUVLTENIKTILTI AL GETENA
Ndel (959)

901 CACTTTAAAAGCTGAGCTGCTTTCACTAAAATTAAAGTTTGGTTTAATTAGCTCCACAGCATATGCTCAAGAGATTCAGAAACTCAGTAATTCTACAGCT
113 T L K A E L L S L KL K F GL I S STAYAQE I QKL SNSTA
1001 GTGTACTTTCAAGATTACCAGACTTCCAAATCCAATGTGAGTTCATTTGTGGACGAGCACGAACCCTCGATGGTGTCAAGTAGTTGTATTTCTGTCATTA
147 V. Y F Q DY Q T S K S NV S S F VDEWUHEU®PSMVS S S C I S VI

1101 AACACTCTCCACAAAGCTCGCTGTCCGATGTTTCAGAAGTGTCCTCAGTAGAACACACGCAGGAGAGCTCTGTGCAGGGAAGCTGCAGAAGTCCTGAAAA
180K H S P Q S S L S DV SEUVSSVEWUHTA QESSVQGSTCUR RSP EN
1201 CAAGTTCCAGATTATCAAGCAAGAGCCGATGGAATTAGAGAGCTACACAAGGGAGCCAAGAGATGACCGAGGCTCTTACACAGCGTCCATCTATCAAAAC
213 K F Q I I K Q E P M E L E SY TREU®PRDUD RGSYTAS 1 Y QN
1301 TATATGGGGAATTCTTTCTCTGGGTACTCACACTCTCCCCCACTACTGCAAGTCAACCGATCCTCCAGCAACTCCCCGAGAACGTCGGAAACTGATGATG
247 Y M G N S F S G Y S HS?PPLULI QVNR RS SSNSU®PRTSETTDTD

Bspl120I (1449) Sphl (1485)
1401 GTGTGGTAGGAAAGTCATCTGATGGAGAAGACGAGCAACAGGTCCCCAAGGGCCCCATCCATTCTCCAGTTGAACTCAAGCATGTGCATGCAACTGTGGT
280G V V G K S S DG EDEQQVU®PKGPI HS?PVEULIKWHVHATVYV
BspEI (1541)
1501 TAAAGTTCCAGAAGTGAATTCCTCTGCCTTGCCACACAAGCTCCGGATCAAAGCCAAAGCCATGCAGATCAAAGTAGAAGCCTTTGATAATGAATTTGAG
313 K VP E VN S S A L P HIKULUZ RI KAIKAMA~OQI KV EATFDNTE  F E
BstBI (1648)

1601 GCCACGCAAAAACTTTCCTCACCTATTGACATGACATCTAAAAGACATTTCGAACTCGAAAAGCATAGTGCCCCAAGTATGGTACATTCTTCTCTTACTC
347k A T Q K L S S P I DMTS K RHTFEILTEI KHSAPS SMVHS S LT

1701 CTTTCTCAGTGCAAGTGACTAACATTCAAGATTGGTCTCTCAAATCGGAGCACTGGCATCAAAAAGAACTGAGTGGCAAAACTCAGAATAGTTTCAAAAC
380kP F S V. Q VT NI Q DWS L K S EHWHI QIKTEILSGKTQNSTF KT
1801 TGGAGTTGTTGAAATGAAAGACAGTGGCTACAAAGTTTCTGACCCAGAGAACTTGTATTTGAAGCAGGGGATAGCAAACTTATCTGCAGAGGTTGTCTCA
413 G VV EM KD S GY KV SDUWPENTILYULI KQGI A NL SAE V VS

Mscl (1993)
Nhel (1987)

1901 CTCAAGAGACTTATAGCCACACAACCAATCTCTGCTTCAGACTCTGGGTAAATTACTACTGAGTAAGAGCTGGGCATTTAGAAAGATGCTAGCTGGCCAG
447k L K R L I A T Q P I S A S D S G e e
2001 ACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGT

Hpal (2125) Mfel (2136)
2101 AACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAA

2201 AACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAA
[ -

2301 GGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAA

SspI  (2460) Swal (2474)
2401 CTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAA

2501 TAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAA

2601 ATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCA
+414 ¢ N R T Y K L P I L E E I T T K V L K G NM E

BstXI (2764)
2701 ATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGG
1174y L V F C DPAY DS Il L ERT CMGTC®PSVVRI SRDVETDSYTFP




Stul (2899)
2801 GGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTA
844 H R VA V I T DF DK QGNJSVASGI AI AEACVTVRGI Y
2901 GGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCA
5144 A E | HV A S I I E GTKTR I AAGVHHTIKNDTETYTLMT I KE

BspHI (3049)
3001 GTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTAT
17T AV E V L E L D Q Q S I N F T K M-
Asel (3107)
3101 GCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCC
-t

Spel (3262)
3201 TACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTG
-

SnaBI (3390)
3301 GAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATG

Ndel (3495)
3401 TACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATAT

3501 GATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGT

PaclI (3681)

Sdal (3673) BspLUI1I (3691)
3601 CATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAG
-

3701 CAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTC

3801 AAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACC

3901 GGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGG

ApaLI (4005)
4001 GCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGC

4101 AGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTA

4201 TTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTG

4301 TTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTA

Eagl (4441)
Pacl (4421) Swal (4430) Notl (4440)
4401 AGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAA

4500 TCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCT
4600 ATCGAA
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