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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp14061 (203) HindIII (245) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
NgoMIV (558)
Agel (552) Ncol (566)
Kasl (535) SgrAl (551)  Xcml (563)
501 CTGAGATCACCGGTGCCGGCCACCATGGAGGTGGACACCGAGGAGAAGCGGCATCG
- iI* M E V. D T E E K R H R
601 CACGCGGTCCAAAGGGGTTCGAGTTCCCGTGGAACCAGCCATACAAGAGCTGTTCAGCTGTCCCACCCCTGGCTGTGACGGCAGTGGTCATGTCAGTGGC
117 T R S K G VR V P V E P A I Q E L F S CPTU®PGT CDGSGHV S G

701 AAATATGCAAGACACAGAAGTGTATATGGTTGTCCCTTGGCGAAAAAAAGAAAAACACAAGATAAACAGCCCCAGGAACCTGCTCCTAAACGAAAGCCAT
45 K Y AR HR S VY GCUPULAIKT KT RI KT QDTZ KT QP QETPAPTI KT RTKFP
Scal (893)
801 TTGCCGTGAAAGCAGACAGCTCCTCAGTGGATGAGTGTGACGACAGTGATGGGACTGAGGACATGGATGAGAAGGAGGAGGATGAGGGGGAGGAGTACTC
78 F AV K A DS S SVDETCDTUDTSTDTGTTETDMDTETZKTETETDTETGTETE Y S
901 CGAGGACAATGACGAGCCAGGGGATGAGGACGAGGAGGACGAGGAGGGGGACCGGGAGGAGGAGGAGGAGATCGAGGAGGAGGATGAGGACGATGACGAG
111 E D N D E P G D E D E E D E E G D R E E E E E | E E E D E DD D E
1001 GATGGAGAAGATGTGGAGGATGAAGAAGAGGAAGAGGAGGAGGAGGAGGAGGAGGAAGAGGAAGAAGAAAACGAAGACCATCAAATGAATTGTCACAATA
145* D G E D V E D E E E E E E E E E E E E E E E E NE DU HIOQMNTCHN
1101 CTCGAATAATGCAAGACACAGAAAAGGATGATAACAATAATGACGAATATGACAATTACGATGAACTGGTGGCCAAGTCATTGTTAAACCTCGGCAAAAT
178 T R I M Q D T E K D D NNNUDTEYDNYUDTETLVATZIKSTLTLNTLGK
Tth1111 (1227)

1201 CGCTGAGGATGCAGCCTACCGGGCCAGGACTGAGTCAGAAATGAACAGCAATACCTCCAATAGTCTGGAAGACGATAGTGACAAAAACGAAAACCTGGGT
211 A E D A A Y RAURTESTEMNSNTSNSTLTETDTUDSUDTIKNTENTLG
1301 CGGAAAAGTGAGTTGAGTTTAGACTTAGACAGTGATGTTGTTAGAGAAACAGTGGACTCCCTTAAACTATTAGCCCAAGGACACGGTGTTGTGCTCTCAG
245* R KX S E L S L DLDSODVVRETVDS STULIKTLTLAIQGHGEGVVLS
1401 AAAACATGAATGACAGAAATTATGCAGACAGCATGTCGCAGCAAGACAGTAGAAATATGAATTACGTCATGTTGGGGAAGCCCATGAACAAT GGACTCAT
278 E N M N D R NY A D SM S QQDS SRNMNYVMLG G KT PMNNGTLM
1501 GGAAAAGATGGTGGAGGAGAGCGATGAGGAGGTGTGTCTGAGCAGTCTGGAGTGTTTGAGGAATCAGTGCTTCGACCTGGCCAGGAAGCTCAGTGAGACC
311k E KM V E E S DEEVCLSSLETGCLTZ RNI GQTCTFUDTLARTEKTLSTET
1601 AACCCGCAGGAGAGGAATCCGCAGCAGAACATGAACATCCGTCAGCATGTCCGGCCAGAAGAGGACTTCCCAGGAAGGACGCCGGACAGAAACTACTCGG
345k NP Q E R NP QQNMNI R QHVR RZPETETDTFTZPG GRTZPUDTZ RNYS

BsrBI (1786)
BspHI (1782)

1701 ACATGCTGAACCTCATGCGGCTGGAGGAGCAGTTGAGCCCCCGGTCGAGAGTGTTTGCCAGCTGTGCGAAGGAGGATGGGTGTCATGAGCGGGACGACGA
378# D M L N L M R L E E QL SPRSRVTFAST CATZKTEHDTGT CHTETRTUDTDD
1801 TACCACCTCTGTGAACTCGGACAGGTCTGAAGAGGTGTTCGACATGACCAAGGGGAACCTGACCCTGCTGGAGAAAGCCATCGCTTTGGAAACGGAAAGA
4117 T T S V N S D R S E E VF DM T K GNULTLLTETIKATI ALETER

Neol (1925) Ndel (1958)

1901 GCAAAGGCCATGAGGGAGAAGATGGCCATGGAAGCTGGGAGGAGGGACAATATGAGGTCATATGAGGACCAGTCTCCGAGACAACTTCCCGGGGAGGACA
445k A K AM R E KMAMTEAG G R RDNM® RSYEUDA QSZPRI QLU PGTESTD
2001 GAAAGCCTAAATCCAGTGACAGCCATGTCAAAAAGCCATACTATGATCCCTCAAGAACAGAAAAGAAAGAGAGCAAGTGTCCAACCCCCGGGTGTGATGG
478 R K P K S S D S HV K K P Y Y DUP S RTETZ KT KTET ST KT CPTU®PGT CTDG

Ppul0l (2188)

BspEI (2143) SandI (2165) Nsil  (2188)
2101 AACCGGCCACGTAACTGGGCTGTACCCACATCACCGCAGCCTGTCCGGATGCCCGCACAAAGATAGGGTCCCTCCAGAAATCCTTGCCATGCATGAAAGT
511 T G H V T G L Y P HHRSLS G CPHIKUD RVZPZPEI L AMIHTES

Pstl (2291)
BspEI (2275) Pvul (2285)
2201 GTCCTCAAGTGCCCCACTCCGGGCTGCACGGGGCGCGGGCATGTCAACAGCAACAGGAACTCCCACCGAAGCCTCTCCGGATGCCCGATCGCTGCAGCAG
545 V L K C P T P G C TG R GHUV NI SNIR RNSHRSLSGTC®P I AAA
RsrIT (2363)
Stul (2357)
2301 AGAAACTGGCCAAGGCACAGGAAAAGCACCAGAGCTGCGACGTGTCCAAGTCCAGCCAGGCCTCGGACCGCGTGCTCAGGCCAATGTGCTTTGTGAAGCA
578 E K L A K A Q E K HQ S CDVSKJSSQASUDU RVLIRZPMTZCTFVKNAQ
Sspl (2480)
Xhol (2473)

2401 GCTGGAGATTCCTCAGTATGGCTACAGAAACAATGTCCCCACAACTACGCCGCGTTCCAACCTGGCCAAGGAGCTCGAGAAATATTCCAAGACCTCGTTT
611 L E I P Q Y G Y R NNV P TTTWPUI RSNILA AIZKTETLTEIKY S KT S F
2501 GAATACAACAGTTACGACAACCATACTTATGGCAAGCGAGCCATAGCTCCCAAGGTGCAAACCAGGGATATATCCCCCAAAGGATATGATGATGCGAAGC
645 E Y N S Y D NH T Y G K R A1 AP KV QTR RDI SPKGYDDAK
2601 GGTACTGCAAGGACCCCAGCCCCAGCAGCAGCAGCACCAGCAGCTACGCGCCCAGCAGCAGCAGCAACCTGAGCTGCGGCGGGGGCAGCAGCGCCAGCAG
678R Y C K D P S P S S SSTSSYAPSSSSNLS ST CGS GG GS S S AS S



BbrPI (2700)

2701 CACGTGCAGCAAGAGCAGCTTCGACTACACGCACGACATGGAGGCGGCCCACATGGCGGCCACCGCCATCCTCAACCTGTCCACGCGCTGCCGCGAGATG

711 T C S K S S F DY T HDMEAAUHMAATATILNLTSTR RT CTR RTEHM
Sandl (2872)

2801 CCGCAGAACCTGAGCACCAAGCCGCAGGACCTGTGCGCCACGCGGAACCCTGACATGGAGGTGGATGAGAACGGGACCCTGGACCTCAGCATGAACAAGC
745 P Q N L S T K P QDL CATR RNPUDMEJVUDTENSGTTLTUDTLSMNK
SacIl (2905) Agel (2978)

2901 AGAGGCCGCGGGACAGCTGCTGCCCCATCCTGACCCCTCTGGAGCCCATGTCCCCCCAGCAGCAGGCAGTGATGAACAACCGGTGTTTCCAGCTGGGCGA
778 Q R P R D S C C P I L T PLEPMSPQQQAVMNNTR RTECTFIOQLGE
3001 GGGCGACTGCTGGGACTTGCCCGTAGACTACACCAAAATGAAACCCCGGAGGATAGACGAGGACGAGTCCAAAGACATTACTCCAGAAGACTTGGACCCA
811 G D C WD L P VDYTU KMIKTPR RT RIDTETDTETSI KT DI TPETDTLTDF@P

Xbal (3111) BStEIT (3138)
3101 TTCCAGGAGGCTCTAGAAGAAAGACGGTATCCCGGGGAGGTGACCATCCCAAGTCCCAAACCCAAGTACCCTCAGTGCAAGGAGAGCAAAAAGGACTTAA
845k F Q E A L E E R R Y P GEVTI P SPIKTZPIKTYZPOQCZKTESTIKTZ KDL
BstBI (3236)
3201 TAACTCTGTCTGGCTGCCCCCTGGCGGACAAAAGCATTCGAAGTATGCTGGCCACCAGCTCCCAAGAACTCAAGTGCCCCACGCCTGGCTGTGATGGTTC

8781 T L S G C P L ADKJS 1 RSMLATSSQETULI KT CZPTU®PSGT CTDGS
3301 TGGACATATCACCGGCAATTATGCTTCTCATCGGAGCCTTTCAGGTTGCCCAAGAGCAAAGAAAAGTGGTATCAGGATAGCACAGAGCAAAGAAGATAAA
911 G H I T G N Y A S HR S L S GCUPURAKIKZSSGI R I A QS KTEDK

Mlul (3467)
3401 GAAGATCAAGAACCCATCAGGTGTCCGGTCCCCGGGTGCGACGGCCAGGGCCACATCACTGGGAAGTACGCGTCCCATCGCAGCGCCTCCGGGTGCCCCT
945 E D Q E P I R C P VP G CDGQGHIT TGKYASHTZ RS SASTGTCF@®P
Acc651 (3524)
3501 TGGCGGCCAAGAGGCAGAAAGACGGGTACCTGAATGGCTCCCAGTTCTCCTGGAAGTCGGTCAAGACGGAAGGCATGTCCTGCCCCACGCCAGGATGCGA
978¥L A A K R Q K D G Y L NG S QF SWZK SV KTESGMSTC®PTU®PSGTCTD
HindIII (3685)

3601 CGGCTCAGGCCACGTCAGCGGCAGCTTCCTCACACACCGCAGCTTGTCAGGATGCCCGAGAGCCACGTCAGCGATGAAGAAGGCAAAGCTTTCTGGAGAG
1011 G S G H VvV S G S F L T HR SL S GCUPUZRATSAMIEKIKATZ KL S G E

Xceml (3794)
3701 CAGATGCTGACCATCAAACAGCGGGCCAGCAACGGTATAGAAAATGATGAAGAAATCAAACAGTTAGATGAAGAAATCAAGGAGCTAAATGAATCCAATT

1945* Q M L T I K Q R A S N G I E NDZEE I K QL DEZEIl KETLNESN
3801 CCCAGATGGAAGCCGATATGATTAAACTCAGAACTCAGATTACCACGATGGAGAGCAACCTGAAGACCATCGAAGAGGAGAACAAAGTGATTGAGCAGCA
1078%*S Q M E A DM | K L R T QI T T ME S NWLIKT I EEENZI KV I E QQ

BamHI (3981)
3901 GAACGAGTCTCTCCTCCACGAGCTGGCGAACCTGAGCCAGTCTCTGATCCACAGCCTGGCTAACATCCAGCTGCCGCACATGGATCCAATCAATGAACAA
1111 N E S L L H E L ANL S Q S L I HSLANI QLUPHMUDT PI NTEOQ
BsaBI (4048)
Bst11071  (4035)
4001 AATTTTGATGCTTACGTGACTACTTTGACGGAAATGTATACAAATCAAGATCGTTATCAGAGTCCAGAAAATAAAGCCCTACTGGAAAATATAAAGCAGG
1145 N F D A Y V. T T L T EM Y T N QD RY QS P ENJ KA ATLILTENI K Q
EcoRI (4109) Nhel (4129)
4101 CTGTGAGAGGAATTCAGGTCTGAACAGCTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAA
1178 A V R G | Q V e

Hpal (4267) Mfel (4278)
4201 ATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTT

EcoRI (4363)
4301 CAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCC
-

4401 AAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCT

4501 TTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGT

Sspl (4602) Swal (4616)
4601 AAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAG

4701 TTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATG
414 ¢ N R T Y K L P |
4801 AGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGG
1314L E E | T T K VL K G NM E I L VF CDU®PAYDS S 1l L ERTI CMSGTCF®P
4901 GGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCC
98¢ S Vv V R I S R DV E D S Y P HR VAV I TDFDI K QGNSVASG
Stul (5041)

5001 AATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCG
654 1 A I A EA CV TV RGI YATEI HVAS I I EGTI KTRI AASG

BspHI (5191)

Xmnl (5183)
5101 ACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGG
31V H H K ND E Y LM T I KETAVEVLELUDA QQS I NF TK M---——
Asel (5249)
5201 CCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTC
o

5300 ACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTT




5400

5499

5599

5699

5799

5897

5997

6097

6197

6297

6397

6497

6597
6697

Spel (5404)
GATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCC
-

SnaBI (5532)
AAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGG

Ndel (5637)
CCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGA

CGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTA

PstI (5816)
Sdal (5815)Pacl (5823)  BspLUI1l (5833)

CCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTT

-

TCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCC

TGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCA

ApaLl (6147)
CGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACT

ATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGA

GTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGC

TCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGA

Eagl (6583)
Pacl (6563) Swal (6572) Notl (6582)
TCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAA

ATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAA
AATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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