Pval (1) et (32)
Sgfl (6) EcoNI (96)
Psp14061 (203)
Pvull (239)
Notl (4489) HindIII (245)
Swal (4479) EcoNI (287)

Pacl (4470) /Bsu36l (291)
— | Nael (441)

NgoMI (441)
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P ) hEFI-HTLV prom EcoRV (703)
Xmnl (711)

BsrBI (756)

Pvull (853)

BspLU111 (3740) BstEIl (864)

Pacl (3730)
Sdal (3722)

hcMYC + CPP (hinge::11R) + HA

BsrBI (966)
BssHII (1024)
Sacll (1056)

Ndel (3544) Sdal (1092)

pUNO1-hcMYC-11R-HA

(4654 bp)

SnaBI (3439)
Ecol051 (3439)

Spel (3311) hCMV prom Clal (1345)

Sacl (3213)
Vspl (3156)
Asel (3156)
BspHI (3098)

Xmnl (3090)

Stul (2948)
Ecol471 (2948) (h) Bglobin p(A)

SV40 p(A

= BspEI (1882)
Sacll (1935)
BamHI (1939)
Ndel (1979)
Nhel (2036)
EcoRI (2270) Mscl (2042)
co
100 Hpal (2174)

— Mrfel (2185)

BstXI (2813)
Sacl (2784)

Swal (2523)
Sspl  (2509)

& InvivoGen



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIIT (245) Bsu36l (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMI (441)

Nael (441)
401

Sphl (560)
Agel (552) Psp14061 (571)

501 CTGAGATCACCGGTCAGCATGCCCCTCAACGTTAGCTTCACCAACAGGAACTATGA

- 1M P L NV S F TNUR RNYD

601 CCTCGACTACGACTCGGTGCAGCCGTATTTCTACTGCGACGAGGAGGAGAACTTCTACCAGCAGCAGCAGCAGAGCGAGCTGCAGCCCCCGGCGCCCAGC
13 L DY DSV QPYFYCDEETENTFYQQQQQSELQP®PAPS

Xmnl (711)
EcoRV (703) BsrBI (756)

701 GAGGATATCTGGAAGAAATTCGAGCTGCTGCCCACCCCGCCCCTGTCCCCTAGCCGCCGCTCCGGGCTCTGCTCGCCCTCCTACGTTGCGGTCACACCCT

47 E D | W K K F E L L P TUPOPULSZPS SR RRSG GLT CSZPSYVAVTSFP

Pvull (853) BstEII (864)
801 TCTCCCTTCGGGGAGACAACGACGGCGGTGGCGGGAGCTTCTCCACGGCCGACCAGCTGGAGATGGTGACCGAGCTGCTGGGAGGAGACATGGTGAACCA
80F S L R G DNDGSGG GG GS ST FSTADA QLT EMVTTETLILSGS GUDMVNNAQ
BsrBI (966)

901 GAGTTTCATCTGCGACCCGGACGACGAGACCTTCATCAAAAACATCATCATCCAGGACTGTATGTGGAGCGGCTTCTCGGCCGCCGCCAAGCTCGTCTCA
113 S F | ¢ D P DDETT F Il KNI I I @ DCMWSGTF SAAATZKTL VS

BssHII (1024) SacllI (1056) Sdal (1092)
1001 GAGAAGCTGGCCTCCTACCAGGCTGCGCGCAAAGACAGCGGCAGCCCGAACCCCGCCCGCGGCCACAGCGTCTGCTCCACCTCCAGCTTGTACCTGCAGG
147 E K L A S Y Q AARKUDSGSPNZPARG GHS SV CSTS S LY L Q
1101 ATCTGAGCGCCGCCGCCTCAGAGTGCATCGACCCCTCGGTGGTCTTCCCCTACCCTCTCAACGACAGCAGCTCGCCCAAGTCCTGCGCCTCGCAAGACTC
180D L S A A A S E CI DPSVVFPYPLNDZSSSU®PIKST CASNAOQHDS
1201 CAGCGCCTTCTCTCCGTCCTCGGATTCTCTGCTCTCCTCGACGGAGTCCTCCCCGCAGGGCAGCCCCGAGCCCCTGGTGCTCCATGAGGAGACACCGCCC
213 S A F S P S S DS L L SSTESSUPQGS®PEU®PLV L HETETT®PTFP

Clal (1345)
1301 ACCACCAGCAGCGACTCTGAGGAGGAACAAGAAGATGAGGAAGAAATCGATGTTGTTTCTGTGGAAAAGAGGCAGGCTCCTGGCAAAAGGTCAGAGTCTG
247 T T S S D S E E E Q E D EEE I DVVSVEI KR RI QAZPSGTZ KR RS E S
1401 GATCACCTTCTGCTGGAGGCCACAGCAAACCTCCTCACAGCCCACTGGTCCTCAAGAGGTGCCACGTCTCCACACATCAGCACAACTACGCAGCGCCTCC
280G S P S A G G H S KPP HSUPLVLI KR RU CHYVYSTHI QHNYAAUPTP
1501 CTCCACTCGGAAGGACTATCCTGCTGCCAAGAGGGTCAAGTTGGACAGTGTCAGAGTCCTGAGACAGATCAGCAACAACCGAAAATGCACCAGCCCCAGG
313 S T R K DY P A A K RV KILWDZSVRVLIRIQI SNNIRIKTCTSUPR
1601 TCCTCGGACACCGAGGAGAATGTCAAGAGGCGAACACACAACGTCTTGGAGCGCCAGAGGAGGAACGAGCTAAAACGGAGCTTTTTTGCCCTGCGTGACC
347 S S D T E E NV KR RTHNVLEI RI QRIRNETLI KR RSTFTFALRTD
1701 AGATCCCGGAGTTGGAAAACAATGAAAAGGCCCCCAAGGTAGTTATCCTTAAAAAAGCCACAGCATACATCCTGTCCGTCCAAGCAGAGGAGCAAAAGCT
380kQ | P E L E NNE K AP K V VI L KKATAY 1l L SV QATETENOQKL
BspEI (1882)

1801 CATTTCTGAAGAGGACTTGTTGCGGAAACGACGAGAACAGTTGAAACACAAACTTGAACAGCTACGGAACTCTTGTGCGGAGTCCGGAGGGGGTGGCTCT

413 | S E E D L L R KR REQLJI KU HTIKTLTEZ QLTZ RNST CATETSTGTG GGG S
BamHI (1939)
Sacll (1935) Ndel (1979)

1901 CCTGGCAGACGTCGTCGCCGCAGACGCAGGCGCCGCCGCGGATCCTATCCCTATGATGTGCCAGACTATGCTGGCTATCCATATGATGTTCCTGATTATG
447 P G R R R R R R R R R R R G S YPYDVZPDYAGYU PYTDVZPD]Y
Mscl (2042)

Nhel (2036)
2001 CTGGATACCCTTATGATGTGCCAGACTATGCCTAAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGT
480PA G Y P Y D V P D Y A o

Hpal (2174) Mfel (2185)
2101 GAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTT

EcoRI (2270)
2201 TATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTT
- -

2301 AACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTC

2401 ACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCT

SspI  (2509) Swal (2523)
2501 TTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATAT




2601 CCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAG
+414 ¢ N R T Y K L
Sacl (2784)
2701 GGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATG
1344 P | L E E I T T K VL K GNWME 1l L VF CDUZPAYDS S 1l L ERTCWM
BstXI (2813)
2801 CCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAG
104G C P S V.V R 1 S R DV EDSY P HRVAUV I TDFUDI KI QGNS VA
Stul (2948)
Ecol471 (2948)
2901 CAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGC
674 S G I A Il A EA CV TV RGI YATEI HVAS 1l I EGTIZKTRII A
BspHI (3098)
Xmnl (3090)
3001 CGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTC
344 AG V HH K NDEY LMTI KETAVEVLELUDA QQS I NTFTHK
Vspl (3156)
Asel (3156)
3101 ATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGA
1M - o
Sacl (3213)
3201 CGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGT

Spel (3311)
3301 CCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGT
_— e

SnaBI (3439)
Ecol05I (3439)
3400 ACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCA

Ndel (3544)
3500 GGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACC

3600 CATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGC

Sdal (3722) Pacl (3730)  BspLUI1l (3740)
3700 CATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGG
-

3798 CGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTT

3898 TCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCAT

ApaLI (4054)
3998 AGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCG

4098 GTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGC

4198 TACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTT

4298 GGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATC

Pacl (4470) Swal (4479) NotI (4489)
4398 CTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGC

4498 AATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAAC
4598 TAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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