ApaLl (4736)

BspLU11l (4422)
Pacl (4412)

Pstl (4405)
Sdal (4404)

hCMV enh

Ecol05I (4121)

Spel (3993)

Sacl (3895)
Vspl (3838)
Asel (3838)

Xmnl (3772)

Stul (3630)
Ecol471 (3630)
BstXI (3495)

Sacl (3466)

Swal (3205)
SspI  (3191)

EcoRI (2952)

hCMYV prom

Pvul (7)

Sgfl (6) Mfel (82)
EcoNI (96)
Psp14061I (203)
Eagl (5172) Hiﬁ'c%g% (2%27‘)‘5)
Notl (5171) Bsu36I (291)
Swal (5161) Nael (441)
Pacl (5152)\\\ NgoMI (441)
Kasl (535)
_— Agel '(552)

BstEII (555)
Ncol (560)
SandI (605)
-Xmnl (630)
Srfl  (687)
Xmal (688)

Ncol (786)
-Ncol (805)
Ecol051 (877)
BsiWI (879)
Acc651 (911)
Ncol (923)
BstXI (929)
BspEI (1004)

/

hEF1-HTLV prom

pMBI ori

hMST1 (HGFL)

PshAI (1255)
BsrBI (1300)
-Ncol (1306)
BamHI (1323)

pUNO1-hMST1

(5336 bp)

Mlul (1526)
Kasl (1578)
SphI (1607)
BssHII (1611)
BsrGI (1642)

Sphl (1791)
Ncol (1839)

SV40 p(A) Xcml (2000)

Sandl (2222)
Bsu361 (2252)

Mfel (2867) BglIl (2287)
Hpal (2856) Tth111l (2407)
Nhel (2718) ApaLl (2496)
Xeml (2712) Fspl (2614)

Mlul (2644)

A
2 InvivoGen



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMI (441)

Nael (441)
401

Ncol (560)
BstEII (555)
KaslI (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGGGTGGCTCCCACTCCTGCTGCTTCTGACTCAATG

- 1M G W L P L L L L L T QC

Xmal (688)
SandlI (605) Xmnl (630) Srfl (687)

601 CTTAGGGGTCCCTGGGCAGCGCTCGCCATTGAATGACTTCCAAGTGCTCCGGGGCACAGAGCTACAGCACCTGCTACATGCGGTGGTGCCCGGGCCTTGG
13 L G VP GQUR SPLNDTFIQVLI RGTETLU QHLTLUHAVYVVPGZPW
Ncol (786)
701 CAGGAGGATGTGGCAGATGCTGAAGAGTGTGCTGGTCGCTGTGGGCCCTTAATGGACTGCCGGGCCTTCCACTACAACGTGAGCAGCCATGGTTGCCAAC
47" Q E D V A DA E E CA GRCG®PULMDT CRATFHYNVSSHSGTCAQ
BsiWI (879)

Ncol (805) Ecol05I (877)
801 TGCTGCCATGGACTCAACACTCGCCCCACACGAGGCTGCGGCGTTCTGGGCGCTGTGACCTCTTCCAGAAGAAAGACTACGTACGGACCTGCATCATGAA
8oL L P W T QH SPHTRLI RR RS GRT CDILTFQKI KDYV RTTCI MN

BstXI (929)
Acc651 (911) Neol (923)
901 CAATGGGGTTGGGTACCGGGGCACCATGGCCACGACCGTGGGTGGCCTGCCCTGCCAGGCTTGGAGCCACAAGTTCCCGAATGATCACAAGTACACGCCC
113 N G V G Y R G T M A T TV G GLPT COQAMWSTUHEKTFUPNTDUHTEKYTST®P
BspEI (1004)
1001 ACTCTCCGGAATGGCCTGGAAGAGAACTTCTGCCGTAACCCTGATGGCGACCCCGGAGGTCCTTGGTGCTACACAACAGACCCTGCTGTGCGCTTCCAGA
147 T L R N G L E ENTF CRNPDGDZPGGPWTCYTTTUDZPAVTR RTFNOQ
1101 GCTGCGGCATCAAATCCTGCCGGGAGGCCGCGTGTGTCTGGTGCAATGGCGAGGAATACCGCGGCGCGGTAGACCGCACGGAGTCAGGGCGCGAGTGCCA
180*S C G | K S C R E A A CVWTC CNGTETETYU RS GAVDTR RTTETSGRTETCNAQ
PshAI (1255)
1201 GCGCTGGGATCTTCAGCACCCGCACCAGCACCCCTTCGAGCCGGGCAAGTTCCTCGACCAAGGTCTGGACGACAACTATTGCCGGAATCCTGACGGCTCC
213 R W D L Q HP HQHPTFEZ PGIKTFTLDI QGLTUDTUDNYT CRNTPUDGS
Neol (1306)
BsrBI (1300) BamHI (1323)
1301 GAGCGGCCATGGTGCTACACTACGGATCCGCAGATCGAGCGAGAGTTCTGTGACCTCCCCCGCTGCGGGTCCGAGGCACAGCCCCGCCAAGAGGCCACAA
247 E R P W C Y T TDUPOQI ERETFT CDTLZ PR RT CGSTEAIOQPT RIU QEA AT
1401 CTGTCAGCTGCTTCCGCGGGAAGGGTGAGGGCTACCGGGGCACAGCCAATACCACCACTGCGGGCGTACCTTGCCAGCGTTGGGACGCGCAAATCCCTCA
280T V S C F R G K G E GYRGTANTTTAGVUPC COQRWDAT QI P H
Mlul (1526) KasI (1578)
1501 TCAGCACCGATTTACGCCAGAAAAATACGCGTGCAAAGACCTTCGGGAGAACTTCTGCCGGAACCCCGACGGCTCAGAGGCGCCCTGGTGCTTCACACTG
313 Q H R F TP EKYATCKT DTLT RTENTFT CRNPIDGSEATPWT CTFTL
BssHII (1611)

Sphl (1607) BsrGI (1642)
1601 CGGCCCGGCATGCGCGCGGCCTTTTGCTACCAGATCCGGCGTTGTACAGACGACGTGCGGCCCCAGGACTGCTACCACGGCGCAGGGGAGCAGTACCGCG
347 R P GM R A A F CY QI RRCTDUDVRUPQDT CYHGAGTENOQYR

Sphl (1791)
1701 GCACGGTCAGCAAGACCCGCAAGGGTGTCCAGTGCCAGCGCTGGTCCGCTGAGACGCCGCACAAGCCGCAGTTCACGTTTACCTCCGAACCG%ATGCACA
380G T V S K T R K GV Q C QR WSAETUPHIKTPI QEFTTFTSETFPHANQ

Neol (1839)
1801 ACTGGAGGAGAACTTCTGCCGGAACCCAGATGGGGATAGCCATGGGCCCTGGTGCTACACGATGGACCCAAGGACCCCATTCGACTACTGTGCCCTGCGA
413 L E E N F CR NP DGD SHGPWTCYTMDT PR RTPTFTDYT CATLR
1901 CGCTGCGCTGATGACCAGCCGCCATCAATCCTGGACCCCCCAGACCAGGTGCAGTTTGAGAAGTGTGGCAAGAGGGTGGATCGGCTGGATCAGCGGCGTT
447* R C A D D Q P P S I L DPUPODAO QV QFTETZKTCGTI KT RVYVDR RTLTUDG QR RTR
Xeml (2000)
2001 CCAAGCTGCGCGTGGTTGGGGGCCATCCGGGCAACTCACCCTGGACAGTCAGCTTGCGGAATCGGCAGGGCCAGCATTTCTGCGGGGGGTCTCTAGTGAA
480kS K L R V.V G G H P G NS P WTVSLRNRI QGO QHTFT CGS GSTL VK
2101 GGAGCAGTGGATACTGACTGCCCGGCAGTGCTTCTCCTCCTGCCATATGCCTCTCACGGGCTATGAGGTATGGTTGGGCACCCTGTTCCAGAACCCACAG
513 E Q W Il L T AR QCTFSSUCHMEPLTSGYEVWLTGTTLTFUGQNTFPAOQ
SandI (2222) Bsu36l (2252) BglIl (2287)

2201 CATGGAGAGCCAAGCCTACAGCGGGTCCCAGTAGCCAAGATGGTGTGTGGGCCCTCAGGCTCCCAGCTTGTCCTGCTCAAGCTGGAGAGATCTGTGACCC
547 H G E P S L Q R VPVAIKMVYVYT CGPSSGSOQLUVLTLTE KTLTETRSUVT
2301 TGAACCAGCGTGTGGCCCTGATCTGCCTGCCCCCTGAATGGTATGTGGTGCCTCCAGGGACCAAGTGTGAGATTGCAGGCTGGGGTGAGACCAAAGGTAC
580kL N Q R VA L I C L PP EWY VVZPPGTUI KT CETIAGWSGTETZIKTGT



Tth1111 (2407) ApaLl (2496)
2401 GGGTAATGACACAGTCCTAAATGTGGCCTTGCTGAATGTCATCTCCAACCAGGAGTGTAACATCAAGCACCGAGGACGTGTGCGGGAGAGTGAGATGTGC
613 G N D T VL NV A L L NV I S NQET CNI KU HRGRVZRETSTEWMRC
2501 ACTGAGGGACTGTTGGCCCCTGTGGGGGCCTGTGAGGGTGACTACGGGGGCCCACTTGCCTGCTTTACCCACAACTGCTGGGTCCTGGAAGGAATTATAA
647 T E G L L AP V GA CE GDYGGZPLATCTFTHNT CMWVLTEG I I

Fspl (2614) Miul (2644)
2601 TCCCCAACCGAGTATGCGCAAGGTCCCGCTGGCCAGCTGTCTTCACGCGTGTCTCTGTGTTTGTGGACTGGATTCACAAGGTCATGAGACTGGGTTAGGC
6801 P N R V C A R SRWPAVFTRVSVF VDWI HKVMR RTL G e

Nhel (2718)
Xeml (2712)
2701 CCAGCCTTGATGCCATATGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTT

Hpal (2856) Mfel (2867)
2801 GTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGG

EcoRI (2952)
2901 GGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCT
- -

3001 CTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTT

SspI  (3191)
3101 TAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAG

Swal (3205)
3201 AAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTG

3301 GACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAAT
1414 ¢« N R T Y K L P | L E E |
Sacl (3466) BstXI (3495)
3401 GGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACC
1284 T T K VL K G NME I L VF CDZPAYU DS S1LETZ RT CMGTCTPS VYV
3501 CTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGG
944R | S R D VE D S Y P HR VAV I TDFUDZ KU QGNSUVASGTI A1 A
Stul (3630)
Ecold7T (3630)
3601 CTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTT
611 E A C V T VR G I YA E I HVAS I | EGTIKTR RI AAGVHHK
Xmnl (3772)
3701 GTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAG

268 N D E Y LMT I KETAVEJVLTETLDGI GQQSTI NTFTI KM-4+——
Vspl (3838)
Asel (3838) Sacl (3895)
3801 TGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCT
-t

Spel  (3993)
3901 CTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGT

4000 CAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCA
-

Ecol05I (4121)
4100 TCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTC

4200 ATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAA

4300 GTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATG

Pstl  (4405)
Sdal (4404)Pacl (4412)  BspLUILLL (4422)

4400 TAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCC

-

4498 GCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCT

4598 CGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTAT

ApaLl (4736)
4698 CTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGT

4798 CCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTG

4898 GTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGC

4998 AAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGG

Eagl (5172)
Pacl (5152) Swal (5161) NotI (5171)
5098 GGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTT

5198 TCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCC
5298 CCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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