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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMI (441)
Nael (441)
401
Ncol (560)
BstEII (555)
KasI (535) Agel (552)
501 CTGAGATCACCGGTCACCATGGGGGACGAGGACGACGATGAGAGCTGCGCCGTGGA
- 1»M G D E DDUDE S CA V E
601 GCTGCGGATCACAGAAGCCAACCTGACCGGGCACGAGGAGAAGGTGAGCGTGGAGAACTTCGAGCTGCTCAAGGTGCTGGGCACGGGAGCCTACGGCAAG
13 L R 1 T EA NL T GHEEI KV S VENTFTETILTILIKVLGTGAYGHK
Fspl (761)

701 GTGTTCCTGGTGCGGAAGGCGGGCGGGCACGACGCGGGGAAGCTGTACGCCATGAAGGTGCTGCGCAAGGCGGCGCTGGTGCAGCGCGCCAAGACGCAGG
47 V F L V R K A G G HDAGI KULYAMIKVLRIKAALV QRAIKTNAOQ
Eco47I11 (815) Kasl (843)
801 AGCACACGCGCACCGAGCGCTCGGTGCTGGAGCTGGTGCGCCAGGCGCCCTTCCTGGTCACGCTGCACTACGCTTTCCAGACGGATGCCAAGCTGCACCT
80FE H T R T E R S VL EL VR QAUPTFLVTLHYATFQTUDA AT KTLHIL
Scal (953)
901 CATCCTGGACTATGTGAGCGGCGGGGAGATGTTCACCCACCTCTACCAGCGCCAGTACTTCAAGGAGGCTGAGGTGCGCGTGTATGGGGGTGAGATCGTG
113 I L DY V.S G G EM F THULY QR QY F KEATEVURVY G GE I V
1001 CTGGCCCTGGAACACCTGCACAAGCTCGGCATCATTTACCGAGACCTGAAACTGGAGAATGTGCTGCTGGACTCCGAGGGCCACATTGTCCTCACGGACT
147 L A L E H L HK L G 1 I YRDULIKTULTENVILILUDSETGHI 1 VL TTD
Xeml (1160)
1101 TCGGGCTGAGCAAGGAGTTCCTGACGGAGGAGAAAGAGCGGACCTTCTCCTTCTGTGGCACCATCGAGTACATGGCCCCCGAAATCATCCGTAGCAAGAC
180F G L S K E F L T E E K E R T F S F CGT I EYMAWPTE'I I R S K T
1201 GGGGCATGGCAAGGCTGTGGACTGGTGGAGCCTGGGCATCTTGCTCTTCGAGCTGCTGACGGGGGCCTCGCCCTTCACCCTGGAGGGCGAGAGGAACACG
213 G H G K AV DWWS L G I L L F EL L TGASU®PTFTLEGTERNT
BamHI (1319) BamHI (1398)
1301 CAGGCTGAGGTGTCTCGACGGATCCTGAAGTGCTCCCCTCCCTTCCCCCCTCGGATCGGGCCCGTGGCGCAGGACCTGCTGCAGCGGCTGCTTTGTAAGG
247" Q A E VS R R I L K CS®PUPFWPUPIRI GPVAQDULTULI QRTLTILTCHK
BspEI (1445)
1401 ATCCTAAGAAGCGATTGGGCGCGGGGCCCCAGGGGGCACAAGAAGTCCGGAACCATCCCTTCTTCCAGGGCCTCGATTGGGTGGCTCTGGCTGCCAGGAA
280D P K K R L G A GP QGAQEVU RNUHPTFTFQGLIDWVALAATRK
EcoRI (1561)
1501 GATTCCAGCCCCATTCCGGCCCCAAATCCGCTCAGAGCTGGATGTGGGCAACTTTGCGGAGGAATTCACTCGGCTGGAGCCTGTCTACTCACCCCCTGGC
313 | P AP F RP QI RSELWDVSGNTFATETETFTR RILTEUZPVY S P PG
SandI (1613)
1601 AGCCCCCCACCTGGGGACCCCCGAATCTTTCAGGGATACTCCTTTGTGGCACCCTCCATTCTCTTTGACCACAACAACGCGGTGATGACCGATGGGCTGG
347 S P PP GDPIRI FQGY S FVAPSIT L FDHNNAVMTDGL
Eco471II (1747)
1701 AAGCGCCTGGTGCTGGAGACCGGCCAGGTCGGGCAGCGGTGGCCAGGAGCGCTATGATGCAGGACTCGCCCTTCTTCCAGCAGTACGAGCTGGACCTGCG
380kE AP G A G DURUPGRAAVARSAMMAOQQDSU?PFF QQY ELDTLR
1801 GGAGCCTGCGCTGGGCCAGGGCAGCTTTTCTGTGTGTCGCCGCTGCCGCCAGCGCCAGAGCGGCCAGGAGTTCGCAGTCAAGATCCTCAGTCGCAGGCTG
413 E P AL G QG S F SV CRIRT CRIQRQSGQETFAVIK I L SRR RTL
Dralll (1969) Pvull (1987)
1901 GAGGCGAACACGCAGCGCGAAGTGGCTGCCCTGCGCCTGTGCCAGTCACACCCCAACGTGGTGAATCTGCACGAGGTGCATCACGACCAGCTGCACACGT
447 E A N T Q R E VA AL RL CQSH®PNVVNILUHEUVHHTDA QLHT
Fspl (2090)
2001 ACCTGGTCCTGGAGCTGCTGCGGGGCGGGGAGCTGCTGGAGCACATCCGCAAGAAGCGGCACTTCAGCGAGTCGGAAGCAAGCCAGATCCTGCGCAGCCT
480kY L V L E L L R G G E L L E H I R K KU RHTFSESEASIOQI L R S L
ApaLl (2140)
2101 CGTGTCGGCCGTGAGCTTCATGCACGAGGAGGCGGGCGTGGTGCACCGCGACCTCAAGCCGGAGAACATCCTGTACGCCGACGACACGCCCGGGGLCCCG
513 v. S AV S FMHETEAGVVHRUDTLIKZ®PENILYADT DTU®PGATP
Notl (2232)
2201 GTGAAAATCATCGACTTCGGGTTCGCGCGGTTGCGGCCGCAGAGTCCCGGGGTGCCCATGCAGACGCCCTGCTTCACGCTGCAGTACGCTGCCCCCGAGC
547 V K I | D F G F A RLIRPOQS?PGVPMAQTZ®PT CTFTLQYAATUPE
BsrGI (2357) Xeml (2388)
2301 TGCTGGCGCAGCAGGGCTACGACGAGTCCTGCGACCTCTGGAGCCTGGGCGTCATTCTGTACATGATGCTGTCGGGGCAGGTCCCCTTCCAGGGGGCCTC
580 L L A Q Q G Y D E S CDLWSULGV I LYMMLSGAQVPTFQGA'S
Stul (2474)
2401 TGGCCAGGGCGGGCAGAGCCAGGCGGCCGAGATCATGTGCAAAATCCGCGAGGGGCGCTTCTCCCTTGACGGGGAGGCCTGGCAGGGTGTATCCGAGGAA
613 G Q G G Q S Q AA E I M C K I REGRT FSLDSGEA AW QGV S E E



Xhol (2554)
2501 GCCAAGGAGCTGGTCCGAGGGCTCCTGACCGTGGACCCCGCCAAGCGGCTGAAGCTCGAGGGACTGCGGGGCAGCTCGTGGCTGCAGGACGGCAGCGCGC
647 A K E L VR G L L TV DUPAIKI RILIKILTETSGLI RS GSSWLQDG S A
BspEI (2615) Xhol (2632)

2601 GCTCCTCGCCCCCGCTCCGGACGCCCGACGTGCTCGAGTCCTCTGGGCCCGCAGTGCGCTCGGGTCTCAACGCCACCTTCATGGCATTCAACCGGGGCAA
680FR S S P P L R TPDVLESSGPAVU RSGLNATT FMATFNIR RG K
2701 GCGGGAGGGCTTCTTCCTGAAGAGCGTGGAGAACGCACCCCTGGCCAAGCGGCGGAAGCAGAAGCTGCGGAGCGCCACCGCCTCCCGCCGGGGCTCCCCT
713 R E G F F L K S VENAPULAIK R RI K QKT LI RS SATA ASI RI RGS S P
2801 GCACCAGCCAACCCGGGCCGAGCCCCCGTCGCCGCCAAAGGGGCCCCCCGCCGAGCCAACGGCCCCCTGCCCCCCTCCTAATCCCCACCACTGTGACCCC

747" A P A NP GR AP VA AKGA AP RI RANGUPILUP P S e
Nhel (2906)
2901 CTTCCCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTG

Hpal (3044) Mfel (3055)
3001 ATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGA

EcoRI (3140)
3101 GGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCC
- -t

3201 TTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTG

SspI  (3379) Swal (3393)
3301 TATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAA

3401 TACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAAC

3501 AAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGAC
414 ¢ N R T Y K L P I L E E I T T K V
Sacl (3654)

3601 CAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTG
1244 L K G NM E I L VF CDU®PAYDS I L ERC CMGT CU®PSV VU R Il SR
3701 TCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGA

94D V E D S Y P HR VA V I T DF DK QGNSVASGI A1l A EATCV
Stul (3818)
3801 CAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATA
5744 T VR G I Y A E I HV A S I I EGTIKTRI A AGVHHIKNDEY
BspHI (3968)
Xmnl (3960)
3901 GAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTA

244 L M T I K E T AVEUVTLTETLDI QS I NTFTHKM=-
Vspl  (4026)
Asel  (4026) Sacl (4083)
4001 TACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAG
-

Spel (4181)
4101 ACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTC
-

4200 CCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAG

SnaBI (4309)
Ecol05I (4309)
4300 CGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAAT

Ndel (4414)
4400 AGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGC

Sdal (4592)
4500 GTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCA

Pacl (4600)  BspLUI1I (4610)
4599 GGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACG
-

4698 AGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCC

4798 TGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTG

ApaLl (4924)
4898 TAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAA

4998 GACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTA

5098 CGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACC

5198 GCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTC

Pacl (5340) Swal (5349)  Notl (5359)
5298 AGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTG

5398 TGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTG
5498 CAGGTGCCAGAACATTTCTCTATCGAA
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