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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36l (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

BspHI (560)
KasI (535) Agel (552)

501 CTGAGATCACCGGTCATCATGAGGCTCCGCAATGGAACTGTAGCCACTGCTTTAGC

- 1M R L R NGTVATATL A

Bst1107I  (630)
601 ATTTATCACTTCCTTCCTTACTTTGTCTTGGTATACTACATGGCAAAATGGGAAAGAAAAACTGATTGCTTATCAACGAGAATTCCTTGCTTTGAAAGAA
13 F I T S F L TLSWYTTWAQNSGZ KTETZKTLI A Y QRTETFLAL KE
BstBI (704) Ecod7III (731)
701 CGTCTTCGAATAGCTGAACACAGAATCTCACAGCGCTCTTCTGAATTAAATACGATTGTGCAACAGTTCAAGCGTGTAGGAGCAGAAACAAATGGAAGTA
47 R L R I A E HR I S QR S S EL NTI V Q QF KRV GAETNG S
Hpal (849)
801 AGGATGCGTTGAATAAGTTTTCAGATAATACCCTAAAGCTGTTAAAGGAGTTAACAAGCAAAAAATCTCTTCAAGTGCCAAGTATTTATTATCATTTGCC
80K D A L NK F S DNTULKULULIKTETLTSIKIKSLQVZPS I Y Y HLUP
BsrGI (936)
901 TCATTTATTGAAAAATGAAGGAAGTCTTCAACCTGCTGTACAGATTGGCAACGGAAGAACAGGAGTTTCAATAGTCATGGGCATTCCCACAGTGAAGAGA

113* H L L K NE G S L QPAVQIlI GNGRTGVS I VMGI P TVKHR
1001 GAAGTTAAATCTTACCTCATAGAAACTCTTCATTCCCTTATTGATAACCTGTATCCTGAAGAGAAGTTGGACTGTGTTATAGTAGTCTTCATAGGAGAGA
147 E V X S Y L I E T L HS LI DNWLYU®PETEIKTLUDTCVI VVF I GE

BsrGI (1113)

1101 CAGATATTGATTATGTACATGGTGTTGTAGCCAACCTGGAGAAAGAATTTTCTAAAGAAATCAGTTCTGGCTTGGTGGAAGTCATATCACCCCCTGAAAG
180T D | DY V H GV VA NULEKETFSKEI SSGLVEUVI SPPTES
1201 CTATTATCCTGACTTGACAAACCTAAAGGAGACATTTGGAGACTCCAAAGAAAGAGTAAGATGGAGAACAAAGCAAAACCTAGATTACTGTTTTCTAATG
213 Y Y P DL T NL KETTFGD S KETI RVI RWRTI KT QNTLTDYT CTFTLM
1301 ATGTATGCTCAAGAAAAGGGCATATATTACATTCAGCTTGAAGATGATATTATTGTCAAACAAAATTATTTTAATACCATAAAAAATTTTGCACTTCAAC
247 M Y A Q E K G I Y Y I QL E DD I I VKOQNYTFNTI KNTFATLQ

Xbal (1422)  Pvull (1435)
1401 TTTCTTCTGAGGAATGGATGATTCTAGAGTTTTCCCAGCTGGGCTTCATTGGTAAAATGTTTCAAGCGCCGGATCTTACTCTGATTGTAGAATTCATATT

280kL S S E E WM I L EF S QL GF 1 GKMTFAQAPTDTLTTWL I VEF I F
1501 CATGTTTTACAAGGAGAAACCCATTGATTGGCTCCTGGACCATATTCTCTGGGTGAAAGTCTGCAACCCTGAAAAAGATGCAAAACATTGTGATAGACAG
313 M F Y K E K P I DWWLULDWHI LWVIKV CNZPTEIZKIUDAIZIKUHTCDRAQ

BspLUI1I (1641)
BstXI (1638)

1601 AAAGCAAATCTGCGAATTCGCTTCAGACCTTCCCTTTTCCAACATGTTGGTCTGCACTCATCACTATCAGGAAAAATCCAAAAACTCACGGATAAAGATT
347 K A N L R I R F R P S L F QHV GLUHSJ SULSGI K I QKLTDTZKTD
1701 ATATGAAACCATTACTTCTTAAAATCCATGTAAACCCACCTGCGGAGGTATCTACTTCCTTGAAGGTCTACCAAGGGCATACGCTGGAGAAAACTTACAT
380Y M K P L L L K I HV NP PAEUVSTSLIKVYQGHTTLTETKTYM
1801 GGGAGAGGATTTCTTCTGGGCTATCACACCGATAGCTGGAGACTACATCTTGTTTAAATTTGATAAACCAGTCAATGTAGAAAGTTATTTGTTCCATAGC
413 G E D F F WA I TP I AGDY 1l LTFIKTFDIKTPVNVESYTLTFHS

XemI  (1905)
1901 GGCAACCAAGAACATCCTGGAGATATTCTGCTAAACACAACTGTGGAAGTTTTGCCTTTTAAGAGTGAAGGTTTGGAAATAAGCAAAGAAACCAAAGACA
447 G N Q E H P G D I L L NTTVEVTLTPTFIKSTETSGTLTETISIKTETIKSTD
BamHI (2064)
2001 AACGATTAGAAGATGGCTATTTCAGAATAGGAAAATTTGAGAATGGTGTTGCAGAAGGAATGGTGGATCCAAGTCTCAATCCCATTTCAGCCTTTCGACT
480K R L E D G Y F R I G K F E NGV AEGMVDZPSLNZPI SATFRIL
Mscl (2184)
Nhel (2178)
2101 TTCAGTTATTCAGAATTCTGCTGTTTGGGCCATTCTTAATGAGATTCATATTAAAAAAGCCACCAACTGATCATCTGAGCTAGCTGGCCAGACATGATAA
513 S V.1 Q NS A VWA I L NE 1T HI1 KKAT N e _
2201 GATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTAT

Hpal (2316) Mfel (2327)
2301 AAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTAC

2401 AAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGC
_ -

2501 ATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTT




SspI  (2651) Swal (2665)
2601 CATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTT

EcoO1091 (2726)
2701 TTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAG

2801 CAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACA
+494 ¢« N R T Y K L P I L E E I T T KV L KGNMTE I L V
Sacl (2926) BstXI (2955)
2901 AAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGA
1144F ¢ D P A Y D S I L ERCMGT CPSVVRI SRDVETDTSTYZPHT RV
Stul (3090)
3001 CAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAAT
8144 A V | T D F DK QGNSVASGTIAI AEATCVTVRZ RGI Y ATE I
3101 GTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACC
484 H V A S | | E G T K TR 1 AAGVHHIKNDTETYTLMTI I KETAV
BspHI (3240) Asel (3298)
3201 TCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGAT
144E V L E L D Q QS I NF T K M-

Sacl (3355)
3301 TAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCT TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCA
~d

Spel (3453)
3401 TTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTG
-

SnaBI (3581)
3500 GAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCA

Ndel (3686)
3600 AGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACT

3700 TGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTG

Pstl  (3865)
Sdal (3864)Pacl (3872)  BspLUI1I (3882)
3800 ACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGAACATGTGAGCAAAAG
-

3898 GCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCA

3998 GAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATAC

ApaLI
4098 CTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTG

4198 TGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGC

4298 CACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGT

4398 ATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCA

4498 AGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGAT

Eagl (4632)
Pacl (4612) Swal (4621)  NotI (4631)
4598 TTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAAC

4698 TAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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