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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
Nael (441)
401
Kasl (535) Agel (552) BspHI (560)
501 CTGAGATCACCGGTCATCATGAGGTTCCGCATCTACAAACGGAAGGTGCTAATCCT
- 1* M R F R I Y K R K V L I L

601 GACGCTCGTGGTGGCCGCCTGCGGCTTCGTCCTCTGGAGCAGCAATGGGCGACAAAGGAAGAACGAGGCCCTCGCCCCACCGTTGCTGGACGCCGAACCC
13 T L VVAACGTFUVLWSSNSGRI QRI KNEALAPUZPTLILTDATEP
Eagl (714)
Notl (713)
NgoMIV (709)
Nael (709) Sacll (717)
701 GCGCGGGGTGCCGGCGGCCGCGGTGGGGACCACCCCTCTGTGGCTGTGGGCATCCGCAGGGTCTCCAACGTGTCGGCGGCTTCCCTGGTCCCGGCGGTCC

47 A R G A G G R GG DHUP S VAV GI RRVSNVSAASILVZPAV
Agel (833)
Acc651 (830) Bsu36I (870) Bsp1201

801 CCCAGCCCGAGGCGGACAACCTGACGCTGCGGTACCGGTCCCTGGTGTACCAGCTGAACTTTGATCAGACCCTGAGGAATGTAGATAAGGCTGGCACCTG
8P Q P E ADNULTULIRYRSLVYQLNTFDAO QTTLHRNVDI KAGTW

Xmal (905) BstBI (974) Tth111I (994)
901 GGCCCCCCGGGAGCTGGTGCTGGTGGTCCAGGTGCATAACCGGCCCGAATACCTCAGACTGCTGCTGGACTCACTTCGAAAAGCCCAGGGAATTGACAAC
113 A P R E L VL V V Q VH NRUPE Y LU RILTULTLTUDS STLZ RIEKAQGTI DN

Sall (1029)

1001 GTCCTCGTCATCTTTAGCCATGACTTCTGGTCGACCGAGATCAATCAGCTGATCGCCGGGGTGAATTTCTGTCCGGTTCTGCAGGTGTTCTTTCCTTTCA
147 V. L V I F S HDF WS TEI NQL I A GVNTFTCPVLQVTFTFPTF

1101 GCATTCAGTTGTACCCTAACGAGTTTCCAGGTAGTGACCCTAGAGATTGTCCCAGAGACCTGCCGAAGAATGCCGCTTTGAAATTGGGGTGCATCAATGC
180S | Q L Y P NE F P G S DUPWIRDT CPRIDILU®PIKNAALIKTILGTCI NA
1201 TGAGTATCCCGACTCCTTCGGCCATTATAGAGAGGCCAAATTCTCCCAGACCAAACATCACTGGTGGTGGAAGCTGCATTTTGTGTGGGAAAGAGTGAAA
213 E Y P D S F G HY R EA K F S QT KHHWWMWI KL HTFVWE R V K
1301 ATTCTTCGAGATTATGCTGGCCTTATACTTTTCCTAGAAGAGGATCACTACTTAGCCCCAGACTTTTACCATGTCTTCAAAAAGATGTGGAAACTGAAGC
247 | L R D Y A G L I L F L E EDWHY L APUDTFYHVF KIKWMWK L K

1401 AGCAAGAGTGCCCTGAATGTGATGTTCTCTCCCTGGGGACCTATAGTGCCAGTCGCAGTTTCTATGGCATGGCTGACAAGGTAGATGTGAAAACTTGGAA
280k Q Q E C P ECDVLSLGTYSASR RS ST FYGMADIKUVDVIKTWK

ApaLl (1560)
1501 ATCCACAGAGCACAATATGGGTCTAGCCTTGACCCGGAATGCCTATCAGAAGCTGATCGAGTGCACAGACACTTTCTGTACTTATGATGATTATAACTGG
313 S T E HNMGLALTRNAY QKL 1 ECTUDTT FTCTYDUDY NW
Ppul0l
BstXI (1636) AvrII (1669) Nsil (1699)
1601 GACTGGACTCTTCAATACTTGACTGTATCTTGTCTTCCAAAATTCTGGAAAGTGCTGGTTCCTCAAATTCCTAGGATCTTTCATGCTGGAGACTGTGGTA
347 DW T L QY L TV S CLUPIKTFWIKUVLVPQI PRI FHAGUDTCSG
BspLU11I (1775)
1701 TGCATCACAAGAAAACCTGTAGACCATCCACTCAGAGTGCCCAAATTGAGTCACTCTTAAATAATAACAAACAATACATGTTTCCAGAAACTCTAACTAT

380kM H H K K T C R P S T QS AQI ESLLNNNIKI QYMTFU®PETTLT.I
1801 CAGTGAAAAGTTTACTGTGGTAGCCATTTCCCCACCTAGAAAAAATGGAGGGTGGGGAGATATTAGGGACCATGAACTCTGTAAAAGTTATAGAAGACTG
413 S E K F T V.V A I S PPRIKNGG GWSGHD I RDHETLT CIKTZSYRIRIL

Mscl (1941)
Nhel (1935)
1901 CAGTGAAAATCACAGTTACAAAAGCGACAGTCTTCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTG
447F Q o

Hpal (2073) Mfel (2084)
2001 AAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTT

EcoRI (2169)
2101 ATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTA
- -

2201 ACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCA

2301 CCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTT

SspI  (2408) Swal (2422)
2401 TTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATC

2501 CCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGG
+414 ¢ N R T Y K L




Sacl (2683)
2601 GGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGC
1334p | L E E I T T K VL K G NME I L VFCDZ®PAYDS S 1 L ERT CMSG
BstXI (2712)
2701 CACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGC
1004 C P S V V R I S R DV ED S Y P HRVAV I TDTFUDJIKTZ QGNS VA
Stul (2847)
2801 AGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCC
674 S G | A I A E A CV T VR G I Y A E I HV A S I I E G T K T R | A
BspHI (2997)
Xmnl (2989)
2901 GCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCA
334A G V H H K NDTEYLMT I KETAVEUVLTETLUDA QST I NFTKM
Asel (3055)
3001 TGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGAC
o1 - —
Sacl (3112)
3101 GGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTC

Spel (3210)
3201 CCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTA
— -

SnaBI (3338)
3300 CTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAG

Ndel (3443)
3400 GCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCC

3500 ATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCC

Sdal (3621)Pacl (3629)  BspLUI1I (3639)
3600 ATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGC
-

3698 GTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTT

3798 CCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATA

ApaLl (3953)
3898 GCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGG

3998 TAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCT

4098 ACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTG

4198 GTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCC

Eagl (4389)
Pacl (4369) Swal (4378)  Notl (4388)
4298 TTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCA

4398 ATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACT
4498 AGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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