Sgfl (6)

Eagl (5304) Pvul (M) pp14061  (203)
Notl (5303) HindIII (245)
Swal (5293) Bsu36l (291)
Pacl (5284) Nael (441)
‘ / NeoMIV (441)

Kasl (535)
Agel (552)
BspLUI1I (560)

ApaLI (4868) I\II’SI;EJI((G)ISS(&S)
hEF1-HTLV prom

BstEII (799)

pMBI ori
BspLUI1I (4554)
Pacl (4544)
Sdal (4536)
Stul (989)
hMFN2 Nael (1084)
Ndel (4358) NgoMIV (1084)
hCMYV enh
SnaBI (4253)
Dralll (1285)
Nsil (1343)
Spel (4125) pUNO1-hMFN2 Ppul0l (1343)
(5468 bp) Xeml (1406)
hCMV prom lal (1439)
Asel  (3970) EM7
BspHI (3912)
RsrIl (1646)
Stul (3762)
BsrBI (1747)
(h) Bglobin p(A) all _ (1851)

Kasl (1877)

Tth1111 (1979)

SV40 p(A) BspLUI11 (1991)
Swal (3337)

SspI  (3323)
Bsp120I (2232)

Tth1111 (2272)

Ncol (2366)

BstEIl (2370)

Xeml (2396)

Ncol (2405)

EcoRI (3084)
Hpal (2988)
125 Nhel (2850)

— Bsu36I (2842) Xmal (2678)
BspLUI1I (2798)

4 InvivoGen



Pvul (7)
Sgfl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) HindIII (245) Bsu36l1 (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
Nael (441)
401

BspLU111 (560)
KasI (535) Agel (552)
501 CTGAGATCACCGGTCAACATGTCCCTGCTCTTCTCTCGATGCAACTCTATCGTCAC
- 1M S L L F S R CNJS I VT
Ppul0I (635)
Nsil (635)
601 AGTCAAGAAAAATAAGAGACACATGGCTGAGGTGAATGCATCCCCACTTAAGCACTTTGTCACTGCCAAGAAGAAGATCAATGGCATTTTTGAGCAGCTG
13 V K K N K R HMAEVNASUPILIKUHTFVTAIKT KT KT I NGI F E QL
BStEII (799)
701 GGGGCCTACATCCAGGAGAGCGCCACCTTCCTTGAAGACACGTACAGGAATGCAGAACTGGACCCCGTTACCACAGAAGAACAGGTTCTGGACGTCAAAG
47" G A Y | Q E S AT F L EDTY U RNATETLUDU®PVTTTETETZGQVLDVK
801 GTTACCTATCCAAAGTGAGAGGCATCAGTGAGGTGCTGGCTCGGAGGCACATGAAAGTGGCTTTTTTTGGCCGGACGAGCAATGGGAAGAGCACCGTGAT
80*G Y L S K VR G I S E VLAR RHMIEKVATFTFGRTSNGTIKS T VI
Stul (989)
901 CAATGCCATGCTCTGGGACAAAGTTCTGCCCTCTGGGATTGGCCACACCACCAATTGCTTCCTGCGGGTAGAGGGCACAGATGGCCATGAGGCCTTTCTC
113 N A M L WD K VL P S GI GHTTNTZ CTFTULIR RVETSGTHDSGHTEATFL
NgoMIV (1084)
Nael (1084)

1001 CTTACCGAGGGCTCAGAGGAAAAGAGGAGTGCCAAGACTGTGAACCAGCTGGCCCATGCCCTCCACCAGGACAAGCAGCTCCATGCCGGCAGCCTAGTGA
147 L T E G S E E K R S A K TV N QLA AHALU HAO QDI K QLUHAGS L V
1101 GTGTGATGTGGCCCAACTCTAAGTGCCCACTTCTGAAGGATGACCTCGTTTTGATGGACAGCCCTGGTATTGATGTCACCACAGAGCTGGACAGCTGGAT
180kS V M WP N S K C P L L KDDLV LMDSU®PGI! DV TTTETLTDSW.I

Dralll (1285)

1201 TGACAAGTTTTGTCTGGATGCTGATGTGTTTGTGCTGGTGGCCAACTCAGAGTCCACCCTGATGCAGACGGAAAAGCACTTCTTCCACAAGGTGAGTGAG
213 D K F C L DA DV F VLVANSTESTLMOAQTTETZKHTFTFHZI KV S E

PpulOl (1343)

Nsil (1343)
1301 CGTCTCTCCCGGCCAAACATCTTCATCCTGAACAACCGCTGGGATGCATCTGCCTCAGAGCCCGAGTACATGGAGGAGGTGCGGCGGCAGCACATGGAGC
247 R L S R P N 1 F I L NNRWDASA ASTEUZPETYMTETEVU RIRQHME

Xcml (1406) Clal (1439)

1401 GTTGTACCAGCTTCCTGGTGGATGAGCTGGGCGTGGTGGATCGATCCCAGGCCGGGGACCGCATCTTCTTTGTGTCTGCTAAGGAGGTGCTCAACGCCAG
280 R C T S F L VDELGV VDR RSQAGDT RI FFVSAKTEVLNATHR
1501 GATTCAGAAAGCCCAGGGCATGCCTGAAGGAGGGGGCGCTCTCGCAGAAGGCTTTCAAGTGAGGATGTTTGAGTTTCAGAATTTTGAGAGGAGATTTGAG
313 | Q K A Q GMUPEG GG GALAESGTFQVU RMTFTETFQNTFTETRR RTFE

RsrIl (1646)
1601 GAGTGCATCTCCCAGTCTGCAGTGAAGACCAAGTTTGAGCAGCACACGGTCCGGGCCAAGCAGATTGCAGAGGCGGTTCGACTCATCATGGACTCCCTGC
347n E C 1 S Q S AV K T K F E QHTVU RAKA QI A EAVRLI MDS L
BsrBI (1747)
1701 ACATGGCGGCTCGGGAGCAGCAGGTTTACTGCGAGGAAATGCGTGAAGAGCGGCAAGACCGACTGAAATTTATTGACAAACAGCTGGAGCTCTTGGCTCA

380kH M AA R E QQV Y CETEMRTETETZ RI QDT RTLTEKTFI I DZKAOQLTETLTLANQ
Sall (1851) KasI (1877)

1801 AGACTATAAGCTGCGAATTAAGCAGATTACGGAGGAAGTGGAGAGGCAGGTGTCGACTGCAATGGCCGAGGAGATCAGGCGCCTCTCTGTACTGGTGGAC

413* D Y K L R I K QI T EE V ERQV STAMATETETIRRLSVL VD

Tth1111 (1979)  BspLUI1I (1991)
1901 GATTACCAGATGGACTTCCACCCTTCTCCAGTAGTCCTCAAGGTTTATAAGAATGAGCTGCACCGCCACATAGAGGAAGGACTGGGTCGAAACATGTCTG
447 D Y Q M D F HP S P V VLI KVYZ KNETLUHT RUHITETESGLTGT RNMS

2001 ACCGCTGCTCCACGGCCATCACCAACTCCCTGCAGACCATGCAGCAGGACATGATAGATGGCTTGAAACCCCTCCTTCCTGTGTCTGTGCGGAGTCAGAT
480D R C S T A I T NS LQTMOQQDMI I DG GTLTZ KT PLTLTZPVSVZ RSAOQ

2101 AGACATGCTGGTCCCACGCCAGTGCTTCTCCCTCAACTATGACCTAAACTGTGACAAGCTGTGTGCTGACTTCCAGGAAGACATTGAGTTCCATTTCTCT
513 DM L VP R QCTF SLNYUDTLNTCUDTIKTLTCATDTFIQETDI ETFHTF S

Bsp1201 (2232) Tth1111 (2272)
2201 CTCGGATGGACCATGCTGGTGAATAGGTTCCTGGGCCCCAAGAACAGCCGTCGGGCCTTGATGGGCTACAATGACCAGGTCCAGCGTCCCATCCCTCTGA
5478 L G W T M L V NR F L GP KNS RRALMGYNDU QVQRZ®P I P L
BstEII (2370)
Neol (2366) Xeml (2396)
2301 CGCCAGCCAACCCCAGCATGCCCCCACTGCCACAGGGCTCGCTCACCCAGGAGGAGTTCATGGTTTCCATGGTTACCGGCCTGGCCTCCTTGACATCCAG
580kT P A N P S M P P L P QGSLT QETETFMVSMVTGLASTLTSHR
Neol (2405)

2401 GACCTCCATGGGCATTCTTGTTGTTGGAGGAGTGGTGTGGAAGGCAGTGGGCTGGCGGCTCATTGCCCTCTCCTTTGGGCTCTATGGCCTCCTCTACGTC
613 T S M G | L VV G GV VWIKAVGWTR RTLTIALSTFGLYGTLL Y V



2501 TATGAGCGTCTGACCTGGACCACCAAGGCCAAGGAGAGGGCCTTCAAGCGCCAGTTTGTGGAGCATGCCAGCGAGAAGCTGCAGCTTGTCATCAGCTACA

647 Y E R L T W T T K A K E R A F KR QF VEWHASTEZ KTLQL VI SY
Xmal (2678)

2601 CTGGCTCCAACTGCAGCCACCAAGTCCAGCAGGAACTGTCTGGGACCTTTGCTCATCTGTGTCAGCAAGTTGACGTCACCCGGGAGAACCTGGAGCAGGA

680FT G S N C S HQV QQEL SGTTFAHLT COQQVDVTR RTENTLEQE

BspLUI11

2701 AATTGCCGCCATGAACAAGAAAATTGAGGTTCTTGACTCACTTCAGAGCAAAGCAAAGCTGCTCAGGAATAAAGCCGGTTGGTTGGACAGTGAGCTCAAC
713 | A A M N K K I E VL DSLQSKAIZ KTLTLTZ RNIEKAGWTLTDSTETLN
Nhel (2850)
Bsu361 (2842)
2801 ATGTTCACACACCAGTACCTGCAGCCCAGCAGATAGTGGGCACCTGAGGCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCAC
747" M F T H Q Y L Q P S R e

Hpal (2988)
2901 AACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAAC

EcoRI (3084)
3001 AATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAG
- -

3101 CATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAG

3201 CTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGAC

Sspl  (3323) Swal (3337)
3301 CTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAG

3401 GCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTC
1494 o N
3501 CTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGA
13¢4R T Y K L P I L E E I T T K VL K GNME I L VF CDZPAYDS I L
3601 GCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTG
1054 E R C M G C P S V VR I S R DVEHDSY YU PHRVAVI TDTFTDTKAQ
Stul (3762)

3701 CCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTC
724 G N S VA S G I A Il A EACVTVRGI YATETIHVASI I EGT
3801 TTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGA
384K T R | A A GV HHIKNUDETYTLMTI I KETAVEUVLTETLTDTGQROQS

BspHI (3912) Asel (3970)
3901 TGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTC
54 N F T K M == -t
4001 TCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTAC

Spel (4125)
4100 GACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATC
-

SnaBI (4253)
4199 CACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTA

Ndel (4358)
4299 CTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTAC

4399 CGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCG

Sdal (4536)Pacl (4544) BspLUI111 (4554)
4499 GTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAA
e

4597 AGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATA

4697 AAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGC

ApaLl (4868)
4797 GTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACC

4897 GCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAG

4997 GTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACC

5097 TTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAG

Pacl (5284) Swal (5293)

5197 GATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATT

Eagl (5304)
NotI (5303)
5297 TAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAA
5397 CGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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