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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMI (441)

Nael (441)
401

BspLUI11I (560)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCAACATGTCGGGATTCGACGATCCTGGCATTTTCTACAGCGA

»- 1M S G F DDUP G I F Y S D

601 CAGCTTCGGGGGCGACGCCCAGGCCGACGAGGGGCAGGCCCGCAAATCGCAGCTGCAGAGGCGCTTCAAGGAGTTCCTGCGGCAGTACCGAGTGGGCACC
13 S F GGDAOQADTESG QARIKSQLQRIRTFIKETFLRQYRVGT

Scal (761)
701 GACCGCACGGGCTTCACCTTCAAATACAGGGATGAACTCAAGCGGCATTACAACCTGGGGGAGTACTGGATTGAGGTGGAGATGGAGGATCTGGCCAGCT
47 D R T G F T F K Y R D E L KR HYNULGEYWI EVEMTETDTLA'S
BsrGI (824) BstEII (888)

801 TTGATGAGGACCTGGCCGACTACTTGTACAAGCAGCCAGCCGAGCACCTGCAGCTGCTGGAGGAAGCTGCCAAGGAGGTAGCTGATGAGGTGACCCGGCC
80FF D E D L ADY LY KQPATEHILI QLULTETEAAIKTEVADTEUVTR RTP
901 CCGGCCTTCTGGGGAGGAGGTGCTCCAGGACATCCAGGTCATGCTCAAGTCGGACGCCAGCCCTTCCAGCATTCGTAGCCTGAAGTCGGACATGATGTCA
113 R P S G E E VL QDI QVMULI K SIDASU®PSS I R SLKSODWMMS
SexAI (1001)
Dralll (1000) RsrIl (1040)
1001 CACCTGGTGAAGATCCCTGGCATCATCATCGCGGCCTCTGCGGTCCGTGCCAAGGCCACCCGCATCTCTATCCAGTGCCGCAGCTGCCGCAACACCCTCA
147 H L V K I P G I I I A A SAVRAIKATH RI SI QCRSTCR RNTL
XemI (1175)
Xhol (1123) KasI (1169)
1101 CCAACATTGCCATGCGCCCTGGCCTCGAGGGCTATGCCCTGCCCAGGAAGTGCAACACAGATCAGGCTGGGCGCCCCAAATGCCCATTGGACCCGTACTT
180T N I A MR P GL E GY AL PRI KU CNTUDI QAGI RU®PIKTCU®PLUDT®PYTF
1201 CATCATGCCCGACAAATGCAAATGCGTGGACTTCCAGACCCTGAAGCTGCAGGAGCTGCCTGATGCAGTCCCCCACGGGGAGATGCCCAGACACATGCAG
213 I M P D K C K C VDF QTULKUL QEULU®PUDAVZPHGEMMPIR RUHMDAQ
Acc65I (1313) Tth111I (1324) BstEII (1347)
1301 CTCTACTGCGACAGGTACCTGTGTGACAAGGTCGTCCCTGGGAACAGGGTTACCATCATGGGCATCTACTCCATCAAGAAGTTTGGCCTGACTACCAGCA
247 L Y C D R Y L CDIKVVPGNRVTI MGI Y SI KKTFGLTTS
1401 GGGGCCGTGACAGGGTGGGCGTGGGCATCCGAAGCTCCTACATCCGTGTCCTGGGCATCCAGGTGGACACAGATGGCTCTGGCCGCAGCTTTGCTGGGGC
280k R G R D RV GV G I R S S Y I RVLGI QVDTWDSGSGR R S FAGA
1501 CGTGAGCCCCCAGGAGGAGGAGGAGTTCCGTCGCCTGGCTGCCCTCCCAAATGTCTATGAGGTCATCTCCAAGAGCATCGCCCCCTCCATCTTTGGGGGC
313 v S P Q E E E E F RRLAALUPNVYEUVI SKISI APS I F GG
1601 ACAGACATGAAGAAGGCCATTGCCTGCCTGCTCTTTGGGGGCTCCCGAAAGAGGCTCCCTGATGGACTTACTCGCCGAGGAGACATCAACCTGCTGATGC
347 T DM K KA1 A CLULTFGSGS S RIKI RLUPDSGLTH RI RGD I NLLWM
SandI (1703) Bst11071  (1765)
1701 TAGGGGACCCTGGGACAGCCAAGTCCCAGCTTCTGAAGTTTGTGGAGAAGTGTTCTCCCATTGGGGTATACACGTCTGGGAAAGGCAGCAGCGCAGCTGG
380kL G D P G T A K S QL L KFVEIKT CS®PI GVY TSGIKGS S AASG
Ncol (1859)
SandI (1820) BstXI (1859)

1801 ACTGACAGCCTCGGTGATGAGGGACCCTTCGTCCCGGAATTTCATCATGGAGGGCGGAGCCATGGTCCTGGCCGATGGTGGGGTCGTCTGTATTGACGAG
413 L T A S VM RDZPSSURNTFI MEG GGAMVYVILADGSGVVC 1l DE
Ncol (1943)

1901 TTTGACAAGATGCGAGAAGATGACCGTGTGGCAATCCACGAAGCCATGGAGCAGCAGACCATCTCTATCGCCAAGGCTGGGATCACCACCACCCTGAACT
447 F D K M R E D DRV AI HEAMEOQQT I S I A KAG I T TTLN

Eagl (2037)
2001 CCCGCTGCTCCGTCCTGGCTGCTGCCAACTCAGTGTTCGGCCGCTGGGATGAGACGAAGGGGGAGGACAACATTGACTTCATGCCCACCATCTTGTCGCG
480*S R C S VL A A A NSV F GRWWDTETIKSGETDNIDTFMPTII L SR
Eco721 (2179)
BsiBI (2109) BbrPI (2179)
2101 CTTCGACATGATCTTCATCGTCAAGGATGAGCACAATGAGGAGAGGGATGTGATGCTGGCCAAGCATGTCATCACTCTGCACGTGAGCGCACTGACACAG
513 F DM I F I V KDEHNEEWRIDVMILAIKUHYVI TLHVSALTNAQ
2201 ACACAGGCTGTGGAGGGCGAGATTGACCTGGCCAAGCTGAAGAAGTTTATTGCCTACTGCCGAGTGAAGTGTGGCCCCCGGCTGTCAGCAGAGGCTGCAG
547 T Q AV E G E I DL A KL KK F I AY CRVIKZ CG®PR RILSATEAA
Bsp120I (2336)
BsrBI (2331) BsrBI (2367)
2301 AGAAACTGAAGAACCGCTACATCATCATGCGGAGCGGGGCCCGTCAGCACGAGAGGGACAGTGACCGCCGCTCCAGCATCCCCATCACTGTGCGGCAGCT
580FE K L K N R Y I I M R S GA R QHE RD SID RI RSS 1T P 1 T VR QL
Fspl (2411)
2401 GGAGGCCATTGTGCGCATCGCGGAAGCCCTCAGCAAGATGAAGCTGCAGCCCTTCGCCACAGAGGCAGATGTGGAGGAGGCCCTGCGGCTCTTCCAAGTG
613 E A I V R I A E A L S KM KL QPTFATTEA ADVETEALI RTLTFQV



Acc651 (2524)
2501 TCCACGTTGGATGCTGCCTTGTCCGGTACCCTGTCAGGGGTGGAGGGCTTCACCAGCCAGGAGGACCAGGAGATGCTGAGCCGCATCGAGAAGCAGCTCA
647 S T L D A AL S G TUL S GV EGTFTSQEWDI QEMTLSU Rl E K QL
Dralll (2686)
2601 AGCGCCGCTTTGCCATTGGCTCCCAGGTGTCTGAGCACAGCATCATCAAGGACTTCACCAAGCAGAAATACCCGGAGCACGCCATCCACAAGGTGCTGCA

680FK R R F A I G S Q V S E H S I | KDF T K QKYUPEUHATI HZKVLAQ
Sphl (2732) Nhel (2797)

2701 GCTCATGCTGCGGCGCGGCGAGATCCAGCATCGCATGCAGCGCAAGGTTCTCTACCGCCTCAAGTGAGTCGCGCCGCCTCACTGGACTCATGGACTCGCT

713 L M L R R G E I Q HR M QRIKVLYRTLK e

2801 AGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTG

Hpal (2935) Mfel (2946)
2901 CTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTA

EcoRI (3031)
3001 AAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAG
L e

3101 GGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCC

SspI  (3270) Swal (3284)
3201 AAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATT

3301 GCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACC

3401 TTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCC
411 ¢ N R T Y K L P I L E E I T T K V L K G
Sacl (3545) BstXI (3574)

3501 ATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCA
1224 N M E I L VF CDPAY DS 11 L ERT CMSGT C®PSVVRI SRDVE
3601 TCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCC

874D S Y P HR VA V I T DF DK QGNSVASGI A1 AEATCVTVR R
Stul (3709)
Ecol471 (3709)
3701 TGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGT
544 G | Y A E | H V A S | Il E G T K TR I A AGVHUHIKNDEYLMT
BspHI (3859)
XmnlI (3851)
3801 GATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCC

2144 1 K E T AV E VL E LD QQS I NTFTK M-
Vspl (3917)
Asel (3917) Sacl (3974)
3901 GATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCAC
-t

Spel (4072)
4001 CGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACG
-

4100 TCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTA

SnaBI (4200)
Ecol05I (4200)
4200 ATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGT

Ndel (4305)
4300 ACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATG

Sdal (4483)Pacl (4491)
4400 GGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATT

BspLUI1I (4501)
4498 AAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACA
-

4598 AAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGAC

4698 CCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTT

ApaLl (4815)
4798 CGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACT

4898 TATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACAC

4998 TAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGC

5098 GGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACG

Eagl (5251)
Pacl (5231) Swal (5240) NotI (5250)
5198 AAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGT

5298 TTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCA
5398 GAACATTTCTCTATCGAA
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