Eagl (4315)
Notl (4314)
Swal (4304)
Pacl (4295)

Sgfl (6)
Pvul (7)
Mfel (82)
EcoNI (96)
Psp14061 (203)
Pvull (239)

EcoNI (287)
Bsu36I (291)
Nael (441)
NgoMI (441)

KasI (535)
BspEI (558)
Ncol (566)
ApaLl (3879) ol (688)
hEF1-HTLV prom Xmal (689)
pMBI1 ori
Pcil (3565)
BspLU11I (3565)
Pacl (3555) hLRRFIP2 isoform 3 FeoRV 007
Sdal (3547)
hCMV enh Ncol (1016)
Ndel (3369) pUNOl-hLRRFIPZC
(4479 bp)
SnaBI (3264)

Ecol05I (3264)

Spel (3136) hCMYV prom

Sacl (3038)
Vspl (2981)
Asel (2981)
BspHI (2923)

Xmnl (2915)
Stul (2773)

BstXI (2638)
Sacl (2609)

Eco0O1091 (2409)

Swal (2348)
Sspl (2334)
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h) Bglobin p(A)

-Ndel (1168)
Stul (1212)

BspHI (1293)

BstEIT (1492)

Nael (1631)
NgoMI (1631)
Xceml (1772)
Mscl (1784)

BstXTI (1787)

Nhel (1861)

Mscl (1867)

Hpal (1999)

Mfel (2010)

EcoRI (2095)
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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMI (441)
Nael (441)
401
Ncol (566)
KasI (535) BspEI (558)
501 CTGAGATCACCGGCTCCGGACACCATGGGGACTCCTGCTTCTGGAAGGAAAAGAAC
- 1M G T P A S G R KR T
Xmal (689)
Srfl (688)
601 ACCTGTGAAAGACCGATTTTCTGCAGAAGATGAAGCTTTGAGTAACATTGCCAGAGAGGCAGAGGCAAGGCTGGCAGCAAAACGGGCTGCCCGGGCAGAA
11 P V K D R F S A E D E AL S N1 A REAEARILAAIKI RAARAE
701 GCAAGAGATATACGCATGAGAGAACTGGAACGACAACAAAAAGAGTTGGATGAAAAATCTGACAAACAGTATGCTGAAAATTATACAAGACCTTCATCTC
45 A R D I R M R E L E R Q Q K E L DEIKSDJI KU QYA ATENYTRU®P S S
801 GAAATTCTGCCTCAGCAACAACCCCTCTAAGTGGAAACTCATCCAGACGAGGAAGTGGGGACACCAGCAGCTTAATAGATCCAGACACTTCATTAAGTGA
78R N S A S A T T?PLSGNJS SR RSGSGDTSSULI DPODTSL SE

EcoRV  (907)
901 ATTGCGGGATATCTATGACCTTAAGGACCAGATACAGGATGTAGAAGGGAGATACATGCAGGGGCTTAAAGAACTAAAGGAATCTTTGTCTGAAGTGGAA
111 L R D | Y DL K D Q 1l QDVETGRYMOQGLTIKTETLTIKTETSTLSE VE

Neol (1016)

1001 GAAAAATACAAGAAAGCCATGGTTTCCAATGCACAGTTAGACAATGAGAAGAACAATTTGATCTACCAAGTAGACACACTCAAGGATGTTATTGAAGAGC

145 E K Y K K AMV S NA QL DNETZKNNTLTI Y QVDTTLZIKT DV I EE
Ndel (1168)

1101 AGGAGGAACAGATGGCAGAATTTTATAGAGAAAATGAAGAAAAATCAAAGGAGTTAGAAAGGCAGAAACATATGTGTAGTGTGCTGCAGCATAAGATGGA

178*Q E E Q M A E F Y R E N E E K S K E L ER QKU HMTZ CS VL QHTIKWME
Stul (1212) BspHI (1293)

1201 AGAACTTAAAGAAGGCCTGCGGCAAAGAGATGAGCTTATTGAGAAACATGGCTTAGTTATAATCCCCGATGGCACTCCCAATGGTGATGTCAGTCATGAA
211 E L K E G L R Q R D E L I EKWHGLV I I PDGTU®PNGTUDV S HE

1301 CCAGTGGCTGGAGCCATCACTGTTGTGTCTCAGGAAGCTGCTCAGGTCTTGGAGTCAGCAGGAGAAGGGCCATTAGATGTAAGGCTACGAAAACTTGCTG
245 P V A G A I T VV S QEAAOQVLTESAGETGTPTLUDVHZ RTLT RTE KTLA

BStEII (1492)

1401 GAGAGAAGGAAGAACTACTGTCACAGATTAGAAAACTGAAGCTTCAGTTAGAGGAGGAACGACAGAAATGCTCCAGGAATGATGGCACAGTGGGTGACCT
278G E K E E L L S Q I R KL KL QLTETETETZ RI QKT CSI RNDTGTVGDL

1501 GGCAGGACTGCAGAATGGCTCAGACTTGCAGTTCATCGAAATGCAGAGAGATGCCAATAGACAAATTAGCGAATACAAATTTAAGCTTTCAAAAGCAGAA
311k A G L Q NG S DL QF I EMOQRUDANRI QI SEYIKTFIKTLSKAE

NgoMI (1631)
Nael (1631)

1601 CAGGATATAACTACCTTGGAGCAAAGTATTAGCCGGCTTGAGGGACAGGTTCTGAGATATAAAACTGCTGCTGAGAATGCTGAGAAAGTTGAAGATGAAT

345 Q D I T T L E Q S I S R L E G QV LU RYIKTAATENATETKVETDE
BstXI (1787)
XemI (1772) Mscl (1784)

1701 TGAAAGCAGAAAAACGGAAGCTACAACGAGAGTTACGAACAGCACTGGACAAGATTGAGGAGATGGAGATGACCAACAGCCACCTGGCCAAGCGGCTGGA

378L K A E K R K L Q R E L R TALUDTIKTI EEMEMTNSUHLATIKR RLE
Mscl (1867)
Nhel (1861)

1801 GAAGATGAAGGCCAATAGGACAGCACTTCTGGCCCAGCAGTAGGAAAACCACCCTTCAACCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTT

411 K M K A N R T A L L A Q Q e

Hpal (1999)
1901 GGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAG

Mfel (2010) EcoRI (2095)
2001 TTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATT
2101 CTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCA
-

2201 ATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTA

Sspl  (2334) Swal (2348)
2301 AATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCC

EcoO1091 (2409)
2401 AGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCT




2501 AGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATA
414 ¢ N R T Y K L P I L E E I T T K VL KGNME I L VF CDU&PAY
Sacl (2609) BstXI (2638)
2601 GTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCA
194 D S I L E R CM G C P SV VR I SRDVEUDSYU®PHTRVAV I TOD
Stul (2773)

2701 AAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGA
754F D K Q G NS VA S G I Al A EACVTVZ RGI YATEI HVA S I
2801 TCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATC
424 E G T K T R I A A GV HHIKNDTEYLMT 1 KETAVEUVLTETLTD

BspHI (2923) Vspl (2981)
Xmnl (2915) Asel (2981)
2901 CTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCG
91 Q Q S I N F T K M == -
Sacl (3038)
3001 TGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGC

Spel (3136)
3100 GGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTC
-

SnaBI (3264)
Ecol051 (3264)
3199 AAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCAT

Ndel (3369)
3299 AAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGT

3399 GGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGG

Pcil (3565)

Sdal (3547)Pacl (3555)  BspLUI11l (3565)
3499 GTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAG
-

3597 GAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCG

3697 ACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCC

ApaLI (3879)
3797 CTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGT

3897 TCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATT

3997 AGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGA

4097 AGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCG

Pacl (4295)

4197 CAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGT

Eagl (4315)
Swal (4304) NotI (4314)

4297 TAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCC

4396 ATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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