Pvul (7)
Mfel (82)
Sgfl (6) EcoNI (96)
Pspl14061 (203)
Pvull (239)

NotI (4494) H“]::gcfll\lll (5%;1)5)
el i) Bsu36l (291)
Pacl (4475) ol (441)
- NgoMI (441)
Agel (552)
BstEIl (555)
Ncol (560)

ApaLl (4059)
hEF1-HTLV prom

BstXI (746)

BspLU11l (3745) BspEl (882)

Pacl (3735)
PstI (3728)
Sdal (3727)

BssHIT (962)
hKLF4 + CPP (hinge::11R) Pstl (975)

Smal (1011)
Xmal (1011)
Ecol471 (1041)
Stul (1041)

Ndel (3549)

pUNO1-hKLF4-11R

(4659 bp)

BsrGI (1166)
SnaBI (3444)
Ecol051 (3444)

Dralll (1309)
BbrPI (1350)
-ApaLl (1386)
Xceml  (1392)
Nael (1431)
NgoMI (1431)

Smal (1563)

Xmal (1563)

EcoO1091 (1566)
Bsp120I (1567)

SphI (1655)

Pvul (1690)

Spel (3316)

Vspl (3161)
Asel (3161)
BspHI (3103)

Xmnl (3095)

Stul (2953)

Ecol471 (2953) (h) Bglobin p(A)

SV40 p(A)

BstXI (2818)

BspEI (1975)
Tth111l (2000)

EcoO1091 (2589) Sacll (2028)
Swal (2528) ‘BamHI (2032)
Sspl (2514) Nhel (2041)
Hpal (2179
100 EcoRI (2275) pal (2179)
— Mfel (2190)

A
2 InvivoGen



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36l (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMI (441)

Nael (441)
401

Ncol (560)
BstEII (555)
Agel (552)

501 CTGAGATCACCGGTCACCATGGCTGTCAGCGACGCGCTGCTCCCATCTTTCTCCAC

- 1M AV S DAL L P S F ST

601 GTTCGCGTCTGGCCCGGCGGGAAGGGAGAAGACACTGCGTCAAGCAGGTGCCCCGAATAACCGCTGGCGGGAGGAGCTCTCCCACATGAAGCGACTTCCC
13 F A S G P A GREIZKTTLTI R QAGATPNNRMWR RTETETLSUHMTEKT RTLP
BstXI (746)
701 CCAGTGCTTCCCGGCCGCCCCTATGACCTGGCGGCGGCGACCGTGGCCACAGACCTGGAGAGCGGCGGAGCCGGTGCGGCTTGCGGCGGTAGCAACCTGG
47 P V L P G R P Y DLAAATVATUDIULTESG GG GAG GAATCTG GG GS N L
BspEI (882)
801 CGCCCCTACCTCGGAGAGAGACCGAGGAGTTCAACGATCTCCTGGACCTGGACTTTATTCTCTCCAATTCGCTGACCCATCCTCCGGAGTCAGTGGCCGC
80kA P L P R R E T EEF NDTULULUDLUDTFTI1I L SNSTLTHZPTPTESVAA
BssHII (962)  Pstl (975)
901 CACCGTGTCCTCGTCAGCGTCAGCCTCCTCTTCGTCGTCGCCGTCGAGCAGCGGCCCTGCCAGCGCGCCCTCCACCTGCAGCTTCACCTATCCGATCCGG

113 T v S S S A S A S S S S S P S S SGUPASAPSTT CS ST FTYUP I R
Xmal (1011) Stul (1041)
Smal (1011) Ecol471 (1041)

1001 GCCGGGAACGACCCGGGCGTGGCGCCGGGCGGCACGGGCGGAGGCCTCCTCTATGGCAGGGAGTCCGCTCCCCCTCCGACGGCTCCCTTCAACCTGGCGG
147 A G N D P G VAP GGTGGGLLY GRESAPUPPTAPTFNTLA
BsrGI (1166)
1101 ACATCAACGACGTGAGCCCCTCGGGCGGCTTCGTGGCCGAGCTCCTGCGGCCAGAATTGGACCCGGTGTACATTCCGCCGCAGCAGCCGCAGCCGCCAGG
180D | N DV S P S GGF VAETULILI RZPELUDPVY |l PP QQPQPPG
1201 TGGCGGGCTGATGGGCAAGTTCGTGCTGAAGGCGTCGCTGAGCGCCCCTGGCAGCGAGTACGGCAGCCCGTCGGTCATCAGCGTCAGCAAAGGCAGCCCT
213 G G L M G K F VL KASLSAPSGS ST EYGS®PSVI SVSKSGS®P
XemI (1392)
Dralll (1309) BbrPI (1350) ApaLl (1386)
1301 GACGGCAGCCACCCGGTGGTGGTGGCGCCCTACAACGGCGGGCCGCCGCGCACGTGCCCCAAGATCAAGCAGGAGGCGGTCTCTTCGTGCACCCACTTGG
247 D G S H P V V VA PYNGSGZP®PRTZ C®PIKI KQEA AV S S CTHL
NgoMI (1431)
Nael (1431)
1401 GCGCTGGACCCCCTCTCAGCAATGGCCACCGGCCGGCTGCACACGACTTCCCCCTGGGGCGGCAGCTCCCCAGCAGGACTACCCCGACCCTGGGTCTTGA
280G A G P P L S NG H R PAAHDT FU®PLGROQL PSR RTT®PTIL G L E
Bspl120I (1567)
EcoO1091 (1566)
Xmal (1563)
Smal (1563)
1501 GGAAGTGCTGAGCAGCAGGGACTGTCACCCTGCCCTGCCGCTTCCTCCCGGCTTCCATCCCCACCCGGGGCCCAATTACCCATCCTTCCTGCCCGATCAG
313 E VL S S R DO CH®PALU®PLU®PU®PGTFHPHPGPNY®PSTFLUZPDNAQ
SphI (1655) Pvul (1690)
1601 ATGCAGCCGCAAGTCCCGCCGCTCCATTACCAAGAGCTCATGCCACCCGGTTCCTGCATGCCAGAGGAGCCCAAGCCAAAGAGGGGAAGACGATCGTGGC
347 M Q P Q VP P L HY Q E LMUPU®PSGS ST CMU®PETEUZPIKUPI KT RS GTR RRSW
1701 CCCGGAAAAGGACCGCCACCCACACTTGTGATTACGCGGGCTGCGGCAAAACCTACACAAAGAGTTCCCATCTCAAGGCACACCTGCGAACCCACACAGG
380kP R K R T AT HTOCDYAGT CG G KTY T K S S HLIKAHLI RTHTSG
1801 TGAGAAACCTTACCACTGTGACTGGGACGGCTGTGGATGGAAATTCGCCCGCTCAGATGAACTGACCAGGCACTACCGTAAACACACGGGGCACCGCCCG
413 E K P Y HC DWWDGT CGWI KT FARSDTETLTRHY RIKHTGHTR RSP
BspEI (1975)
1901 TTCCAGTGCCAAAAATGCGACCGAGCATTTTCCAGGTCGGACCACCTCGCCTTACACATGAAGAGGCATTTTGAGTCCGGAGGGGGTGGCTCTCCTGGCA
447 F Q C Q K C D R A F SR SDHILALUHMIKI RHTEFESS GGG GG G S PG
BamHI (2032)
Tth111I (2000) SacIl (2028) Nhel (2041)
2001 GACGTCGTCGCCGCAGACGCAGGCGCCGCCGCGGATCCTGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAAT
48R R R R R R R R R R R G S e

Hpal (2179) Mfel (2190)
2101 GCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATT

EcoRI (2275)
2201 CATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAA
-




2301 ACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCA

2401 GCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACAT

Sspl  (2514) Swal (2528) EcoO1091 (2589)
2501 TCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCAT

2601 AATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTAC
+414 ¢ N R T Y
2701 TTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGC
1354k L P I L E E I T T K V L K GNMTE I L VF CDZPAYUDS I L ERSC
BstXI (2818)
2801 ACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCT
1024 M G C P S V V R I S R DV EDJSYPHRVAV I TDFUDZIKIGQGNS
Stul (2953)
Ecol471 (2953)
2901 CACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTG
699 V A S G | A Il A EA CV TV RGI YATETIHVASI I EGTHKTR
Xmnl (3095)
3001 ATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGG

354 A A G V HHKNDTEYLMT Il KETAVEVLTETLUDA QQS I NTFT
Vspl (3161)
BspHI (3103) Asel (3161)
3101 TCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTT
214 K M - -

3200 ATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTG

Spel (3316)
3300 GAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCAT
-

SnaBI (3444)
Ecol05I (3444)
3399 TGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATA

Ndel (3549)
3499 ATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATAC

3599 TCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAG

Pstl (3728)
Sdal (3727)Pacl (3735)  BspLUI1I (3745)

3699 GCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGT

-

3797 TGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCA

3897 GGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTT

ApaLl (4059)
3997 TCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCT

4097 TATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGG

4197 CGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAA

4297 AGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAG

Pacl (4475) Swal (4484)  NotI (4494)
4397 AAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGC

4497 GGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAA
4597 ACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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