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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Agel (552) BspHI (568)
501 CTGAGATCACCGGTAGGAGGGCCATCATGAAAGTGTTACTCAGACTTATTTGTTTC
- 1M K V L L R L I C F
601 ATAGCTCTACTGATTTCTTCTCTGGAGGCTGATAAATGCAAGGAACGTGAAGAAAAAATAATTTTAGTGTCATCTGCAAATGAAATTGATGTTCGTCCCT
117 1 A L L I S S L E A DK C K E R EEK I I LV SSANTETI DVR RTP
701 GTCCTCTTAACCCAAATGAACACAAAGGCACTATAACTTGGTATAAAGATGACAGCAAGACACCTGTATCTACAGAACAAGCCTCCAGGATTCATCAACA
44 C P L NP NE HK G T I T WYKWDUDSI KTU®PVSTET QASTI RI HAQH
801 CAAAGAGAAACTTTGGTTTGTTCCTGCTAAGGTGGAGGATTCAGGACATTACTATTGCGTGGTAAGAAATTCATCTTACTGCCTCAGAATTAAAATAAGT
77*. K E K L WF VPAIKVEDS S GHYYCVVURNSZSISYT CLT RI K1 S
901 GCAAAATTTGTGGAGAATGAGCCTAACTTATGTTATAATGCACAAGCCATATTTAAGCAGAAACTACCCGTTGCAGGAGACGGAGGACTTGTGTGCCCTT
111 A K F V E N E P N L CY NA QA I F KQKULWPVAGDSGSGTLVTCTFP
1001 ATATGGAGTTTTTTAAAAATGAAAATAATGAGTTACCTAAATTACAGTGGTATAAGGATTGCAAACCTCTACTTCTTGACAATATACACTTTAGTGGAGT
144k Yy M E F F K NE NN E L P KL QWY KDT CI KU PULULTULUDNIHTF S GV
Nsil  (1159) Xmal (1198)

1101 CAAAGATAGGCTCATCGTGATGAATGTGGCTGAAAAGCATAGAGGGAACTATACTTGTCATGCATCCTACACATACTTGGGCAAGCAATATCCTATTACC
177 K D R L I VM NV A E K HURGNY T CHASY TYLGKQY®P I T

Xbal (1220) Stul (1242) BamHI (1290)
1201 CGGGTAATAGAATTTATTACTCTAGAGGAAAACAAACCCACAAGGCCTGTGATTGTGAGCCCAGCTAATGAGACAATGGAAGTAGACTTGGGATCCCAGA
211 R V I E F I T L E E NK P TRP VI VSPANTETMEUVDTLGSAQ
1301 TACAATTGATCTGTAATGTCACCGGCCAGTTGAGTGACATTGCTTACTGGAAGTGGAATGGGTCAGTAATTGATGAAGATGACCCAGTGCTAGGGGAAGA
2441 Q L I C NV T G QL S DI AYWIKMWNSGS SV I DEDDUZPVLGTETD
1401 CTATTACAGTGTGGAAAATCCTGCAAACAAAAGAAGGAGTACCCTCATCACAGTGCTTAATATATCGGAAATTGAAAGTAGATTTTATAAACATCCATTT
277" Y Y S VE NP A NK R R S TL I TV LNI SE1 ESIRTFY KWHTPTF
1501 ACCTGTTTTGCCAAGAATACACATGGTATAGATGCAGCATATATCCAGTTAATATATCCAGTCACTAATTTCCAGAAGCACATGATTGGTATATGTGTCA
3113 T C F A K N T H G I DAAY I QL I YPVTNTFI QKHMI GI1I CV
1601 CGTTGACAGTCATAATTGTGTGTTCTGTTTTCATCTATAAAATCTTCAAGATTGACATTGTGCTTTGGTACAGGGATTCCTGCTATGATTTTCTCCCAAT
344kT L T V I I VvV C S V F I Y K I F K I DI VLWY RDSTCYDTFTL P I

HindIII (1702)

1701 AAAAGCTTCAGATGGAAAGACCTATGACGCATATATACTGTATCCAAAGACTGTTGGGGAAGGGTCTACCTCTGACTGTGATATTTTTGTGTTTAAAGTC
377m K AS D G K T YDAY |l L YPIKTVSGESGSTSDT CUDI F V F K V
Bsu36I (1803) Asel (1887)

1801 TTGCCTGAGGTCTTGGAAAAACAGTGTGGATATAAGCTGTTCATTTATGGAAGGGATGACTACGTTGGGGAAGACATTGTTGAGGTCATTAATGAAAACG
411 L P E V L E K Q C G Y K L F I YGRUDUDYVGETUDTI VEV I NTEN

Pvull (1952) Sapl (1974)
1901 TAAAGAAAAGCAGAAGACTGATTATCATTTTAGTCAGAGAAACATCAGGCTTCAGCTGGCTGGGTGGTTCATCTGAAGAGCAAATAGCCATGTATAATGC
444rv K K S R R L I I I L VR E TS GF SWULGGS S SETZESOQI A MY NA
Clal (2072)
2001 TCTTGTTCAGGATGGAATTAAAGTTGTCCTGCTTGAGCTGGAGAAAATCCAAGACTATGAGAAAATGCCAGAATCGATTAAATTCATTAAGCAGAAACAT
477 L V. Q D G I K V V L L E L E K I Q bY E KMU®PE S 1T KF I K QKH
PshAl (2134) Acc651 (2173) BstEII (2197)
2101 GGGGCTATCCGCTGGTCAGGGGACTTTACACAGGGACCACAGTCTGCAAAGACAAGGTTCTGGAAGAATGTCAGGTACCACATGCCAGTCCAGCGACGGT
511 G A I R W S G D F T Q G P Q S A KTWRFWIKNWVIRYHMZPV QRTR
BbrPI (2262)
2201 CACCTTCATCTAAACACCAGTTACTGTCACCAGCCACTAAGGAGAAACTGCAAAGAGAGGCTCACGTGCCTCTCGGGTAGCATGGAGAAGTTGCCAAGAG
544 S P S S K H Q L L S P A TIKTEJI KILI QREAHYVUPIL G e
Msel (2330)
Nhel (2324)
2301 TTCTTTAGGTGCCTCCTGTCTTATGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCT

Hpal (2462)
2401 TTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGT

EcoRI (2558)
2501 TCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATC
- -

2601 AAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCAT

Sapl (2740) Sspl (2797)
2701 GGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAAT




Swal (2811) Eco01091 (2872)
2801 ATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAG

2901 TAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTC
+414 ¢« N R T Y K L P I L E
Sacl (3072)
3001 CTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTG
1304 E | T T K VL K G NME I L VFCDZ®PAYDS S 11 L ERI CMGTCP S
BstXI (3101)
3101 ACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGG
964V V R I S R DV E D S Y P HR VAV I TDFWUDZI K QGNSVASG I A
Stul (3236)
3201 CAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATG
634 | A E A CV T VU RGI YAETI HVASI1T I EGTI KT R I A AG V H
Xmnl (3378)

3301 GTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTC
304 H K N D E Y L M T 1 K E TAVEVLELDAO QQS 1T NFTIKM--S4———
Asel (3444)

3401 CTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAA

]
Sacl (3501) Spel (3599)
3501 CGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTA

3601 CTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCG
-

SnaBI (3727)
3701 CATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTA

Ndel (3832)
3801 CCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAAT

3901 GGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAG

Pacl (4018)
Pstl (4011)
Sdal (4010) pLUI1I (4028)
4001 TTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGC
_— -

4101 TCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTC

4201 CCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGG

ApaLl (4342)
4301 TATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTG

4401 AGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAA

4501 GTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCC

4601 GGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTA

Eagl (4778)
Pacl (4758) Swal (4767)  Notl (4777)
4701 CGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTA

4801 TTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTG
4901 TCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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