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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTAGGAGGGCCACCATGGAGCCGCTGGTGACCTGGGTGGTCCCC

CTCCTCTTCCTCTTCCTGCTGTCCAGGCAGGGCGCTGCCTGCAGAACCAGTGAGTGCTGTTTTCAGGACCCGCCATATCCGGATGCAGACTCAGGCTCGG

CCTCGGGCCCTAGGGACCTGAGATGCTATCGGATATCCAGTGATCGTTACGAGTGCTCCTGGCAGTATGAGGGTCCCACAGCTGGGGTCAGCCACTTCCT

GCGGTGTTGCCTTAGCTCCGGGCGCTGCTGCTACTTCGCCGCCGGCTCAGCCACCAGGCTGCAGTTCTCCGACCAGGCTGGGGTGTCTGTGCTGTACACT

GTCACACTCTGGGTGGAATCCTGGGCCAGGAACCAGACAGAGAAGTCTCCTGAGGTCACCCTGCAGCTCTACAACTCAGTTAAATATGAGCCTCCTCTGG

GAGACATCAAGGTGTCCAAGTTGGCCGGGCAGCTGCGTATGGAGTGGGAGACCCCGGATAACCAGGTTGGTGCTGAGGTGCAGTTCCGGCACCGGACACC

CAGCAGTCCATGGAAGTTGGGCGACTGCGGACCTCAGGATGATGATACTGAGTCCTGCCTCTGCCCCCTGGAGATGAATGTGGCCCAGGAATTCCAGCTC

CGACGACGGCGGCTGGGGAGCCAAGGAAGTTCCTGGAGCAAGTGGAGCAGCCCTGTGTGCGTTCCCCCTGAAAACCCCCCACAGCCTCAGGTGAGATTCT

CGGTGGAGCAGCTGGGCCAGGATGGGAGGAGGCGGCTGACCCTGAAAGAGCAGCCAACCCAGCTGGAGCTTCCAGAAGGCTGTCAAGGGCTGGCGCCTGG

CACGGAGGTCACTTACCGACTACAGCTCCACATGCTGTCCTGCCCGTGTAAGGCCAAGGCCACCAGGACCCTGCACCTGGGGAAGATGCCCTATCTCTCG

GGTGCTGCCTACAACGTGGCTGTCATCTCCTCGAACCAATTTGGTCCTGGCCTGAACCAGACGTGGCACATTCCTGCCGACACCCACACAGAACCAGTGG

CTCTGAATATCAGCGTCGGAACCAACGGGACCACCATGTATTGGCCAGCCCGGGCTCAGAGCACGACGTATTGCATTGAATGGCAGCCTGTGGGCCAGGA

CCGGGGCCTTGCCACCTGCAGCCTGACTGCGCCGCAAGACCCGGATCCGGCTGGAATGGCAACCTACAGCTGGAGTCGAGAGTCTGGGGCAATGGGGCAG

GAAAAGTGTTACTACATTACCATCTTTGCCTCTGCGCACCCCGAGAAGCTCACCTTGTGGTCTACGGTCCTGTCCACCTACCACTTTGGGGGCAATGCCT

CAGCAGCTGGGACACCGCACCACGTCTCGGTGAAGAATCATAGCTTGGACTCTGTGTCTGTGGACTGGGCACCATCCCTGCTGAGCACCTGTCCCGGCGT

CCTAAAGGAGTATGTTGTCCGCTGCCGAGATGAAGACAGCAAACAGGTGTCAGAGCATCCCGTGCAGCCCACAGAGACCCAAGTTACCCTCAGTGGCCTG

CGGGCTGGTGTAGCCTACACGGTGCAGGTGCGAGCAGACACAGCGTGGCTGAGGGGTGTCTGGAGCCAGCCCCAGCGCTTCAGCATCGAAGTGCAGGTTT

CTGATTGGCTCATCTTCTTCGCCTCCCTGGGGAGCTTCCTGAGCATCCTTCTCGTGGGCGTCCTTGGCTACCTTGGCCTGAACAGGGCCGCACGGCACCT

GTGCCCGCCGCTGCCCACACCCTGTGCCAGCTCCGCCATTGAGTTCCCTGGAGGGAAGGAGACTTGGCAGTGGATCAACCCAGTGGACTTCCAGGAAGAG

GCATCCCTGCAGGAGGCCCTGGTGGTAGAGATGTCCTGGGACAAAGGCGAGAGGACTGAGCCTCTCGAGAAGACAGAGCTACCTGAGGGTGCCCCTGAGC

TGGCCCTGGATACAGAGTTGTCCTTGGAGGATGGAGACAGGTGCAAGGCCAAGATGTGATCGTTGAGGCTAGCTGGCCAGACATGATAAGATACATTGAT

GAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATA

AACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAT

GGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTG

TTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTAT

GTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCA

GAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGA

 M   E   P   L   V   T   W   V   V   P  

 L   L   F   L   F   L   L   S   R   Q   G   A   A   C   R   T   S   E   C   C   F   Q   D   P   P   Y   P   D   A   D   S   G   S   

A   S   G   P   R   D   L   R   C   Y   R   I   S   S   D   R   Y   E   C   S   W   Q   Y   E   G   P   T   A   G   V   S   H   F   L

  R   C   C   L   S   S   G   R   C   C   Y   F   A   A   G   S   A   T   R   L   Q   F   S   D   Q   A   G   V   S   V   L   Y   T  

 V   T   L   W   V   E   S   W   A   R   N   Q   T   E   K   S   P   E   V   T   L   Q   L   Y   N   S   V   K   Y   E   P   P   L   

G   D   I   K   V   S   K   L   A   G   Q   L   R   M   E   W   E   T   P   D   N   Q   V   G   A   E   V   Q   F   R   H   R   T   P

  S   S   P   W   K   L   G   D   C   G   P   Q   D   D   D   T   E   S   C   L   C   P   L   E   M   N   V   A   Q   E   F   Q   L  

 R   R   R   R   L   G   S   Q   G   S   S   W   S   K   W   S   S   P   V   C   V   P   P   E   N   P   P   Q   P   Q   V   R   F   

S   V   E   Q   L   G   Q   D   G   R   R   R   L   T   L   K   E   Q   P   T   Q   L   E   L   P   E   G   C   Q   G   L   A   P   G

  T   E   V   T   Y   R   L   Q   L   H   M   L   S   C   P   C   K   A   K   A   T   R   T   L   H   L   G   K   M   P   Y   L   S  

 G   A   A   Y   N   V   A   V   I   S   S   N   Q   F   G   P   G   L   N   Q   T   W   H   I   P   A   D   T   H   T   E   P   V   

A   L   N   I   S   V   G   T   N   G   T   T   M   Y   W   P   A   R   A   Q   S   T   T   Y   C   I   E   W   Q   P   V   G   Q   D

  R   G   L   A   T   C   S   L   T   A   P   Q   D   P   D   P   A   G   M   A   T   Y   S   W   S   R   E   S   G   A   M   G   Q  

 E   K   C   Y   Y   I   T   I   F   A   S   A   H   P   E   K   L   T   L   W   S   T   V   L   S   T   Y   H   F   G   G   N   A   

S   A   A   G   T   P   H   H   V   S   V   K   N   H   S   L   D   S   V   S   V   D   W   A   P   S   L   L   S   T   C   P   G   V

  L   K   E   Y   V   V   R   C   R   D   E   D   S   K   Q   V   S   E   H   P   V   Q   P   T   E   T   Q   V   T   L   S   G   L  

 R   A   G   V   A   Y   T   V   Q   V   R   A   D   T   A   W   L   R   G   V   W   S   Q   P   Q   R   F   S   I   E   V   Q   V   

S   D   W   L   I   F   F   A   S   L   G   S   F   L   S   I   L   L   V   G   V   L   G   Y   L   G   L   N   R   A   A   R   H   L

  C   P   P   L   P   T   P   C   A   S   S   A   I   E   F   P   G   G   K   E   T   W   Q   W   I   N   P   V   D   F   Q   E   E  

 A   S   L   Q   E   A   L   V   V   E   M   S   W   D   K   G   E   R   T   E   P   L   E   K   T   E   L   P   E   G   A   P   E   

L   A   L   D   T   E   L   S   L   E   D   G   D   R   C   K   A   K   M   •  
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GCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGG

AGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATG

GTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAG

AGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTC

CAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAA

ACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAAT

GGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTG

AGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTC

CCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCC

AAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGC

GGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCC

AGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACC

CGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCT

CCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCC

GTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGA

TTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCT

GAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACG

CGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTA

GTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTC

CATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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