Eagl (3484)
NotI (3483)
Swal (3473)
Pacl (3464)

ApaLl (3048)

BspLUL1I (2734)
Pacl (2724)

Pstl (2717)

Sdal (2716)

pU

hCMV enh

NdeI (2538)

SnaBI (2433)

hCMYV prom

Spel (2305)

Sacl (2207)
Asel (2150)
BspHI (2092)

BbsI (2088)

XmnlI (2084)

100 Stul (1942)

—

Sgfl (6)
Pvul (7)
Mfel (82)
Psp14061
Pvull (239)
HindIII (245)

/Bsu361 (291)
m

(203)

NgoMIV (441)

hEF1-HTLV pro

hIL4 isoform 1

Kasl (535)

/ Agel (552)

BstEII (555)
Ncol (560)

Nhel (603)
NgoMIV (613)
EcoRV (643)
Bbsl (693)
ApaLl (702)
PstI (768)

Pvull (865)
EcoO1091 (905)
EcoRI (921)
BspHI [m] (987)
Sspl (1001)
<PshAI (1022)
AvrIl  (1024)
Mscl (1036)

NO1-hIL04a

(3648 bp)

SV40 p(A)

-Hpal (1168)
Mfel (1179)

(h) Bglobin p(A)

EcoRI (1264)

Sspl (1503)
Swal (1517)
Eco01091 (1578)

Sacl (1778)

BstXI (1807)
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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
Ncol (560)
BstEII (555)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCACCATGGGTCTCACCTCCCAACTGCTTCCCCCTCTGTTCTT
- 1M G L T S QL L P P L F F
Nhel (603) NgoMIV (613) EcoRV (643) BbsI (693)
601 CCTGCTAGCATGTGCCGGCAACTTTGTCCACGGACACAAGTGCGATATCACCTTACAGGAGATCATCAAAACTTTGAACAGCCTCACAGAGCAGAAGACT
13 L L ACAGNTFVHGHT KT CHDI I TLQETI1l I KTULNSULTTENQKT
ApalLl (702) Pstl (768)
701 CTGTGCACCGAGTTGACCGTAACAGACATCTTTGCTGCCTCCAAGAACACAACTGAGAAGGAAACCTTCTGCAGGGCTGCGACTGTGCTCCGGCAGTTCT
47w L C T E L T V T DI F AA S KNTTEIKTETTFU CRAATV L R QF

Pvull (865)
801 ACAGCCACCATGAGAAGGACACTCGCTGCCTGGGTGCGACTGCACAGCAGTTCCACAGGCACAAGCAGCTGATCCGATTCCTGAAACGGCTCGACAGGAA
80kY S HHE KDTW RT CLGATA A QQFHRMHIKI QL1 RF L KZ RLDTR RN
Eco01091 (905) EcoRI (921) BspHI [m] (987)
901 CCTCTGGGGCCTGGCGGGCTTGAATTCCTGTCCTGTGAAGGAAGCCAACCAGAGTACGTTGGAAAACTTCTTGGAAAGGCTAAAGACGATCATGAGAGAG
113 L W G L A G L N S C P V KEANQSTULENTFILTEW RTLI KT I MR E
AvrIl (1024)
Sspl (1001) PshAI (1022)  Mscl (1036)
1001 AAATATTCAAAGTGTTCGAGCTGACCTAGGTCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAA
147 K Y S K C S S o

Hpal (1168) Mfel (1179)
1101 AATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTT

EcoRI (1264)
1201 TCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTC
[ -

1301 CAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTC

1401 TTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAG

Sspl (1503) Swal (1517) Eco01091 (1578)
1501 TAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCA

1601 GTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGAT
1414 ¢ N R T Y K L P
Sacl (1778)
1701 GAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAG
1324 L E E I T T K VL K GNME Il L VFCDUPAYDS S 1 L ERT CMSGSTC
BstXI (1807)
1801 GGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACC
984P S V V R I S R DV E D S Y P HR VAV I TDFWDZEKI QGNSVASG
Stul (1942)
1901 CAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCC
654 I A1 A E A CVTVIRG I Y A E I HV A S | Il E G T K T R I A A G
BspHI (2092)
BbsI (2088)
XmnlI (2084)
2001 GACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATG
324 V HHKNDTEYLMTI KETAVEVLTELUDA QQS I NFTK M-—
Asel (2150)
2101 GCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTT
o

Sacl (2207)
2200 CACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGT

Spel (2305)
2300 TGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGC
-




2399

2499

2599

2699

2797

2897

2997

3097

3197

3297

3397

3497
3597

SnaBI (2433)
CAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGG

Ndel (2538)
GCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTG

ACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTT

Pstl (2717)

Sdal (2716)Pacl (2724)  BspLUI1I (2734)
ACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTT
-

TTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCC

CTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTC

ApalLlI (3048)
ACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAAC

TATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAG

AGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAG

CTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTG

Eagl (3484)
Pacl (3464) Swal (3473) NotI (3483)
ATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAA

AATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCA
AAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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