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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl4061 (203) HindIII (245)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
401
Sphl (560)
Agel (552)
501 CTGAGATCACCGGTCAGCATGCAGAGCACAGCCAATTACCTGTGGCACACAGATGA
. 1M Q S T A NY L WHTDD
BsrGI (629) BspEI (652) Xmnl (672)

601 CCTGCTGGGGCAGGGGGCCACTGCCAGTGTGTACAAGGCCCGCAACAAGAAATCCGGAGAGCTGGTTGCTGTGAAGGTCTTCAACACTACCAGCTACCTG
13 L L GQGATASVYKARNIKIKSGELVAVKVFNTTSY.L
701 CGGCCCCGCGAGGTGCAGGTGAGGGAGTTTGAGGTCCTGCGGAAGCTGAACCACCAGAACATCGTCAAGCTCTTTGCGGTGGAGGAGACGGGCGGAAGCC
47 R P R E V Q VR E F E V L RKLNHAQNI VKL FAVETETSGSGS

Scal (821)
801 GGCAGAAGGTACTGGTGATGGAGTACTGCTCCAGTGGGAGCCTGCTGAGTGTGCTGGAGAGCCCTGAGAATGCCTTTGGGCTGCCTGAGGATGAGTTCCT
8R Q K VL VM EY CS S GSLULSVLESZPENATFSGLU®PETDTETFL

Nrul (960)
901 GGTGGTGCTGCGCTGTGTGGTGGCCGGCATGAACCACCTGCGGGAGAACGGCATTGTGCATCGCGACATCAAGCCGGGGAACATCATGCGCCTCGTAGGG
113 v VL R C V V A GM NUHULRENGI VHRDI KZPGNI MR RIL VG

Xmal (1043)
1001 GAGGAGGGGCAGAGCATCTACAAGCTGACAGACTTCGGCGCTGCCCGGGAGCTGGATGATGATGAGAAGTTCGTCTCGGTCTATGGGACTGAGGAGTACC
147 E E G Q S I Y K L T bDF GA ARETULUDUDUDTEZ KT FVS VY GTEEY
BsrBI (1117)
BspLUI11I (1109) BstBI (1130) Xeml (1197)
1101 TGCATCCCGACATGTATGAGCGGGCGGTGCTTCGAAAGCCCCAGCAAAAAGCGTTCGGGGTGACTGTGGATCTCTGGAGCATTGGAGTGACCTTGTACCA
180kL H P DM Y E R AV LRIKUPQQKAFGVYTVDLWS I GV TLYH
1201 TGCAGCCACTGGCAGCCTGCCCTTCATCCCCTTTGGTGGGCCACGGCGGAACAAGGAGATCATGTACCGGATCACCACGGAGAAGCCGGCTGGGGCCATT
213 A A T G S L P F 1 P F GGPIRI RNIKTETI MY R I TTEIKUZPAGAI
Bsp1201 (1324)
1301 GCAGGTGCCCAGAGGCGGGAGAACGGGCCCCTGGAGTGGAGCTACACCCTCCCCATCACCTGCCAGCTGTCACTGGGGCTGCAGAGCCAGCTGGTGCCCA
247" A G A Q R R ENGPULEWSYTLU®PI1I TCQLSLGLQSQL VP
BstXI (1406)
Mscl (1403)
1401 TCCTGGCCAACATCCTGGAGGTGGAGCAGGCCAAGTGCTGGGGCTTCGACCAGTTCTTTGCGGAGACCAGTGACATCCTGCAGCGAGTTGTCGTCCATGT
2801 L A N I L E VE QA K CWGTF D QFTFATETSDI L QR V V VHYV
1501 CTTCTCCCTGTCCCAGGCAGTCCTGCACCACATCTATATCCATGCCCACAACACGATAGCCATTTTCCAGGAGGCCGTGCACAAGCAGACCAGTGTGGCC
313 F S L S Q AV LHHI YT HAHNTI A I F QEAVHIKI QTS VA
BstEIl (1627) Xhol (1642)
1601 CCCCGACACCAGGAGTACCTCTTTGAGGGTCACCTCTGTGTCCTCGAGCCCAGCGTCTCAGCACAGCACATCGCCCACACGACGGCAAGCAGCCCCCTGA
347 P R H Q E Y L F EGHULCVLEUPSVSAQHI A HTTASS P L
Sandl (1739)
1701 CCCTCTTCAGCACAGCCATCCCTAAGGGGCTGGCCTTCAGGGACCCTGCTCTGGACGTCCCCAAGTTCGTCCCCAAAGTGGACCTGCAGGCGGATTACAA
38T L F S T A |1 P K GLATFIRDUPALUDVZ®PIKT FVPKVDLQADTYN
Xceml (1805) Bsp120I (1850)
1801 CACTGCCAAGGGCGTGTTGGGCGCCGGCTACCAGGCCCTGCGGCTGGCACGGGCCCTGCTGGATGGGCAGGAGCTAATGTTTCGGGGGCTGCACTGGGTC
413 T A K G V. GA GY QA LR RLARALIULUDGA QETLMTFRGTLHWYV
1901 ATGGAGGTGCTCCAGGCCACATGCAGACGGACTCTGGAAGTGGCAAGGACATCCCTCCTCTACCTCAGCAGCAGCCTGGGAACTGAGAGGTTCAGCAGCG
447 M E V L Q AT CRIRTULEVARTSULULYLSSSLGTTETRTF SS
2001 TGGCTGGAACGCCTGAGATCCAGGAACTGAAGGCGGCTGCAGAACTGAGGTCCAGGCTGCGGACTCTAGCGGAGGTCCTCTCCAGATGCTCCCAAAATAT
480V A G T P E I Q E L K AAA E LRSI RLIRTLAEUVILSZ RTCSAQNI
2101 CACGGAGACCCAGGAGAGCCTGAGCAGCCTGAACCGGGAGCTGGTGAAGAGCCGGGATCAGGTACATGAGGACAGAAGCATCCAGCAGATTCAGTGCTGT
513 T E T Q E S L S S L NREULVIK S RDI QVHEUDT RSIT QQIl QCCTCcC
2201 TTGGACAAGATGAACTTCATCTACAAACAGTTCAAGAAGTCTAGGATGAGGCCAGGGCTTGGCTATAACGAGGAGCAGATTCACAAGCTGGATAAGGTGA
547 L D K M N F I Y K Q F K K S RMRUPSGLGY NTETEI QI HKTULDKV
2301 ATTTCAGTCATTTAGCCAAAAGACTCCTGCAGGTGTTCCAGGAGGAGTGCGTGCAGAAGTATCAAGCGTCCTTAGTCACACACGGCAAGAGGATGAGGGT
580N F S H L A K R L L Q VF QE ECVQKYQASLUVTHSGI KT RMIR RV
2401 GGTGCACGAGACCAGGAACCACCTGCGCCTGGTTGGCTGTTCTGTGGCTGCCTGTAACACAGAAGCCCAGGGGGTCCAGGAGAGTCTCAGCAAGCTCCTG
613 VvV H E T R NH L RL V GCSVAATCNTEAQGV QE SL S K L L
Stul (2546)
2501 GAAGAGCTATCTCACCAGCTCCTTCAGGACCGAGCAAAGGGGGCTCAGGCCTCGCCGCCTCCCATAGCTCCTTACCCCAGCCCTACACGAAAGGACCTGC
647 E E L S H QL L Q DRAKIGAQASU®P®P®PI APY PSP TR RIKD'L
2601 TTCTCCACATGCAAGAGCTCTGCGAGGGGATGAAGCTGCTGGCATCTGACCTCCTGGACAACAACCGCATCATCGAACGGCTAAATAGAGTCCCAGCACC
680FL L H M Q E L C E GM K L L ASDULTULUDNNR RI T EURTILNR RVZPATP



Mscl (2726)
Nhel (2720)
2701 TCCTGATGTCTGAGCTCCATGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTAT
713 P D V e

Hpal (2858) Mfel (2869)
2801 TTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAG

EcoRI (2954)
2901 GGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGC
- -

3001 CTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAG

SspI  (3193)
3101 TTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTC

Swal (3207)
3201 AGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGT

3301 TGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCA
4414 ¢ N R T Y K L P | L E E
BstXI (3497)
3401 ATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCA

1284 T T K VL K G NM E I L VF CDZPAYDS 1 L ERT CMGTCU®PS VYV
3501 CCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAAT
95s¢ R I S R DV E D S Y P HR VAV I TDFDI K QGNSVASGI A

Stul (3632)
3601 GGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGC
624 A E A C V T VR G I YAETI HVASI I EGTI KT RI AAGVHH

Xmnl (3774)
3701 TTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTAT
284K N D E Y L M T 1 KETAVEUVLTETLDI QQS I NTFTHKM-4¢-—— —
Asel  (3840)
3801 AGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAG
-

Spel (3995)
3901 CTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAG

4001 TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATC
-

SnaBI (4123)
4101 ATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGT

Ndel (4228)
4201 CATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAA

4301 AGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTAT

Pacl (4414)  BspLU11I (4424)
4401 GTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCG
e

4501 CCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTC

4601 GTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATC

4701 TCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTC

4801 CAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGG

4901 TGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCA

5001 AACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGG

Eagl (5174)
Pacl (5154) Swal (5163) NotI (5173)
5101 GTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTT

5201 CATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCC
5301 CAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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